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Il EEEEREt

(1) FRIRZMHETU A

T35 LBHIRE (943R)

S.aureus MRSA CNS E.faecalis E.faecium AFEBEE HEEEE
S% |t | s% | e | % | e | sw | e | s% | e | s% | e | sw | e
RZVU VR
PCG 100% 94| 61% 374
ABPC | 48% 383| 0% 141| 33% 96| 100% 152| 11% 19| 100% 94
MPIPC | 100% 383] 0% 141 61% 96
I L%
CEZ | 100% 383] 0% 141] 61% 96
CTM 73% 374
CTX 100% 94| 99% 374
CTRX 100% 94| 99% 374
CZopP 100% 94| 96% 374
CFPM 100% 94| 95% 374
CDTR-PI 96% 374
FIVINRR LT
IPM/CS| 100% 383] 0% 141| 61% 96| 100% 152
MEPM 100% 94| 83% 374
B> 9<—CrEEA
CVA/AVRC | | | | | | | 97% 374

P /JUOVRR

GM 73%: 383 57% 141 70% 96

ABK 99%: 383 96% 141

N7054 R&

EM | 74% 370| 16% 129] 60% 65| 29% 34| 50% 2| 67% 93| 7% 374
AZM 67% 93| 9% 374
UYIRAYVR

CLDM | 75% 370 26% 129] 65% 65| | | | | 84% 93| 40% 374
FRSYATUVR

MINO | 100% 383 77% 141 99% 96| 29% 152 32% 19| 86% 94| 25% 374
s b B | V=

Cp | | | | | | | | | 99% 93| 87% 374
F/0V%

LVFX | 95% 383 40% 141] 60% 96| 94% 152] 0% 19| 97% 94| 100% 374

JUIARTF KRR

VCM | 100%: 383| 100%  141| 100% 96| 100%  152| 100% 19| 100% 94| 100% 374

TEIC 100%  383] 100% 141| 100% 96| 100%  152| 100% 19

Z DAt
DAP 100% . 383] 100% 141| 100% 96
ST 100%: 383] 100% 141| 100% 96 81% 374
RFP 99% 383 99% 141 99% 96| 53% 152 21% 19 99% 374

LzD | 100%: 383| 100%: 141| 100% 96| 100%  152| 100% 19
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I35 LBBHRE (M)

S.aureus MRSA CNS E.faecalis E.faecium AZEBER TR
S% |t | s% | e | sk | e | sw | e | s% | e | s% | e | sw |

RZVU VR

PCG 0% 1 100% 4] 58% 31
ABPC | 42% 107| 0% 82| 23% 40| 100% 91| 12% 59| 100% 4

MPIPC | 100% 107| 0% 82| 38% 39
IR

CEZ | 100% 107| 0% 82 38% 40

CTM 0% 1 77% 31
CTX 100% 4| 100% 31
CTRX 100% 4| 100% 31
CZOP 100% 4| 100% 31
CFPM 100% 4| 100% 31
CDTR-PI 100% 31
FMOX 0% 1
FIVNRE LT

IPM/CS| 100% 107| 0% 82| 38% 40| 100% 91

MEPM 100% 4| 87% 31
B>U9<—CrEEA
CVA/AMPC 94% 31
SBT/ABPC 0% 1
FE/TUIYRR

GM | 79% 107| 54% 82| 53% 40

ABK | 100% 107| 94% 82| 100% 1

Xo7054 PR

EM | 79% 104| 14% 77| 51% 35| 45% 47| 8%  37[100% 4] 6% 31
AZM 100% 4| 13% 31
UYIRAY VR

CLDM | 81% 104] 26% 77| 74% 34| | | 100% 4] 45% 31
FRSYATUVR

MINO | 100% 107| 63% 82| 93% 40| 41% 91| 25% 59| 75% 4] 16% 31
s b By [VE

Cp [ 100% 4] 97% 31
F/0V%

LVFX | 96% 107| 22% 82| 45% 40| 88% 91| 10% 59| 100% 4| 97% 31
JUARTF RR

VCM | 100% 107| 100% 82| 100% 40| 99%  91] 100% 59 100% 4| 100% 31
TEIC | 100% 107| 100% 82| 100% 39| 100% 91| 100% 59

Z DAt

DAP | 100% 107| 100% 82| 100% 39

ST | 100% 107| 100% 82| 78% 40 90% 31
FOM 100% 1

RFP | 98% 107| 96% 82| 100% 39| 52% 91| 7% 59 97% 31
LZD | 100% 107 100% 82| 100% 39| 100% 91| 100% 59
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R et

TS LRHRE (1)

ABE GiktFE | €5F7 | Ecloacae | P.mirabilis | #RMRE | Abaumannii| H.infliuenzae
S% | HFEL| S% | fFER| S% || S% | HFEL| S% | FER| S% | HFEL| S% | HFER| S% | HFER

RZVUVR

ABPC | 64% 611| 0% 200/ 0% 12| 4% 24| 94% 32 60% 467
PIPC | 67% 611 67% 200| 75% 12| 96% 24| 94% 32| 96% 134| 88% 8
I LR

CEZ | 82% 611| 98% 200/ 0% 12| 0% 24| 91% 32

CTM | 87% 611| 99% 200| 0% 12| 4% 24| 94% 32

CTX | 87% 611 97% 200 88% 24| 94% 32 89% 467
CTRX | 87% 611| 99% 200 67% 12| 79% 24| 94% 32

CAZ | 87% 611 98% 200| 92% 12| 96% 24| 94% 32|96% 134| 88% 8

CCL | 82% 611| 98% 200/ 0% 12| 0% 24| 94% 32
CFPN-PI| 87% 593| 98% 197|100%  3|100% 19| 94% 32
CPDX-PR 57% 467
Czop 98% 134| 88% 8

CFPM | 87% 611| 99% 200|100% 12|100% 24| 94% 32|96% 134| 88% 8

CMZ | 87% 611/100% 200| 92% 12| 0% 24|100% 32

FMOX | 87% 611/100% 200 75% 12| 8% 24]/100% 32
AINRR LT

IPM/CS |100% 611|100% 200| 100% 12| 79% 24 90% 134/100% 2

MEPM |100% 611|100% 200|100% 12/100% 24|100% 32| 96% 134/100% 8

DRPM 99% 134/100% 6
E/NTILFR

AZT | 87% 611| 97% 200]100% 12| 96% 24| 94% 32|87% 134

BSUIN—THEEA
SBT/ABPC| 69% 611| 91% 200| 0% 12| 29% 24| 94% 32 83% 467
SBT/CPZ| 96% 611| 99% 200| 92% 12| 96% 24|100% 32|92% 134| 75% 8
TAZ/PIPC[ 100% 611| 99% 200/ 100% 12| 96% 24|100% 32| 96% 134/100% 2
FE/JUIVRR

GM | 88% 611/ 98% 200/100% 12|100% 24| 94% 32|80% 134/100% 8

AMK |100% 611]100% 200|100% 12|100% 24|100% 32| 96% 134|100% 8

TOB 99% 134/100% 8
ThSTATUTR

MINO | 93% 611| 92% 200| 92% 12| 92% 24| 9% 32 100% 8

TC 75% 467
XOO5A RR

CAM | 81% 467
F/0V%

LVFX | 76% 611| 99% 200/ 92% 12]100% 24| 97% 32|88% 134/100% 8

CPFX 88% 134/100% 8
ZDfth

ST | 82% 611 95% 200| 92% 12| 92% 24|100% 32 88% 8

FOM | 91% 611 40% 200 25% 12| 25% 24| 59% 32| 9% 134
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TS LERE (k)

XE AEFFE tz5F7 | Ecloacae | Pmirabilis | #REEE |A.baumannii | H.influenzae
S% |t S% | #rm| s% [t | % |erm| S% e s% || S% |t | S% | #m

RZVUVFR

ABPC | 49% 243| 0% 120| 0% 16| 12% 57[100% 14 68% 37
PIPC | 53% 243| 69% 120/ 75% 16| 81% 57|100% 14| 90% 119 94% 16
I L%

CEZ | 67% 243| 98% 120| 0% 16| 0% 57| 93% 14

CTM | 76% 243| 98% 120| 0% 16| 9% 57|100% 14

CTX | 76% 243| 98% 120 72% 57|100% 14 86% 37
CTRX | 76% 243| 98% 120| 56% 16| 70% 57|100% 14

CAZ | 77% 243| 98% 120| 81% 16| 72% 57[100% 14|94% 119/100% 16

CCL | 66% 243| 98% 120/ 0% 16| 0% 57|100% 14
CFPN-PI| 76% 230| 98% 116/100%  7|100% 36|100% 14
CPDX-PR 54% 37
CZOP 97% 119/100% 16

CFPM | 77% 243| 98% 120/100% 16| 91% 57|100% 14| 96% 119/100% 16

CMZ | 99% 243/100% 120 94% 16| 4% 57|100% 14

FMOX | 99% 611]100% 120 56% 16| 11% 57|100% 14
AN LT

IPM/CS [ 100% 243|100% 120| 94% 16| 93% 57 90% 119/100% 3

MEPM | 100% 243|100% 120]100% 16/100% 57|100% 14| 98% 119/100% 16

DRPM 98% 119/100% 15
E/NTI LT

AZT | 76% 243| 98% 120 81% 16| 79% 57[100% 14|82% 119[100% 1

BS99 —EHEH
SBT/ABPC| 56% 243| 94% 120| 0% 16| 25% 57|100% 14 86% 37
SBT/CPZ| 86% 243|100% 120| 94% 16| 88% 57|100% 14|88% 119| 94% 16
TAZ/PIPC| 96% 243|100% 120| 88% 16| 91% 57[100% 14|95% 119/100% 3
7= /7Y RR

GM | 87% 243| 98% 120/100% 16|100% 57| 93% 14|87% 119| 94% 16

AMK |100% 243|100% 120]100% 16/100% 57|100% 14| 97% 119/100% 16

TOB 99% 119/100% 16
FRSUATUVR

MINO | 91% 243| 96% 120[100% 16| 95% 57| 14% 14 94% 16

TC 73% 37
NoJ054 B&R

CAM | 78% 37
F/0V%

LVFX | 56% 243/100% 120| 94% 16| 91% 57[100% 14|91% 119| 88% 16

CPFX 93% 119 75% 16
Z DAt

ST | 72% 243| 98% 120/100% 16| 95% 57|100% 14 94% 16

FOM | 90% 243| 42% 120| 19% 16| 12% 57| 79% 14| 6% 119
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Il EEEEREt

(2) HHBIDBERBIOR
IFIRZER (5430

FHE = HEEEL 9% IERR RERASR | ST 55 SRR | T DAtk

Haemophilus influenzae 465 19.7% 91 25 179 149 4 17
Moraxella catarrhalis 375 15.9% 39 4 161 166 4 1
Streptococcus pneumoniae 238 10.1% 50 2 93 92 1 0
Candida albicans 228 9.7% 221 2 1 o] 0] 4
Staphylococcus aureus 220 9.3% 85 11 68 15 24 17
Klebsiella pneurmoniae 110 4.7% 103 3 1 0 0 3
Staphylococcus aureus NVRSA 103 4.4% 74 8 17 2 1 1
S. pneumoniae PISP 101 4.3% 21 2 36 41 1 0]
Streptococcus pyogenes 71 3.0% 4 25 6 8 0 28
Pseudomonas aeruginosa 67 2.8% 64 (6} ) 1 0 2
S. pneumoniae PRSP 46 2.0% 8 (¢} 21 17 0 0
Candida glabrata 42 1.8% 39 0] 1 o] 0] 2
Group G Streptococcus 38 1.6% 8 5 0 1 1 23
Streptococcus agalactiae 32 1.4% 25 1 2 1 o] 3
Klebsiella oxytoca 25 1.1% 24 ] 0] o] 1 o]
Escherichia coli 23 1.0% 22 O 1 0 0 0
Candida tropicalis 13 0.6% 13 0] o] o] o] o]
Enterobacter cloacae 13 0.6% 13 o] 0 6] 0 0]
Escherichia coli ESBL 10 0.4% 10 o] 0 0 0 0
Serratia marcescens 9 0.4% 7 o] 2 ¢} ¢} 0
Enterobacter aerogenes 8 0.3% 8 (6} ) 0 0 0
Acinetobacter baumannii 6 0.3% 6 O ) 0] 0] 0]
Pseudomonas fluorescens/putida 6 0.3% 6 0] 0] o] o] o]
Staphylococcus epidermidis 6 0.3% 0] 1 4 1 0 0
Stenotrophomonas maltophilia 5 0.2% 5 0] 6] o] o] 0]
P.aeruginosa (ZFYiI1%) 1 0.0% 1 0 0 0 0 0
Haemophilus sp 19 0.8% 17 2 0 0 6] 0
Candida sp 17 0.7% 16 ] 0 0 0 1
FDfth 61 2.6% 41 2 9 1 1 7
s Bt 2,358 | 100.0% | 1,021 93 602 495 38 109

IFIREsR (ABE)

fHE= FEEEL % I=RE WERFSR | =T s SRR | T Dfth

Candida albicans 193 20.4% 190 ] o] o] o] 3
Pseudomonas aeruginosa 85 9.0% 79 (6} 3 1 0 2
Staphylococcus aureus 77 8.1% 45 1 26 2 2 1
Staphylococcus aureus MRSA 76 8.0% 64 0] 11 1 o] o]
Klebsiella pneumoniae 67 7.1% 64 0] 1 o] o] 2
Candida glabrata 49 5.2% 49 o] 0 6] 0 0
Haemophilus influenzae 40 4.2% 23 ] 9 7 o] 1
Moraxella catarrhalis 35 3.7% 8 O 12 12 2 1
Enterobacter cloacae 28 3.0% 23 o] 2 ¢} 0 3
Escherichia coli 26 2.7% 24 O ) 0 0 2
Klebsiella oxytoca 21 2.2% 20 0] 1 o] o] o]
Streptococcus agalactiae 21 2.2% 17 (¢} 1 0 0 3
Streptococcus pneumoniae 19 2.0% 5 O 5 7 o] 2

Corynebacterium striatum 18 1.9% 18 (¢} ] 0 0] 0
Candlida tropicalis 13 1.4% 13 0] o] o] o] o]
Escherichia coli ESBL 13 1.4% 13 ] 0 0 o] 0
Serratia marcescens 13 1.4% 10 (6} 1 0 0 2
Stenotrophomonas maltophilia 13 1.4% 11 ] 0 o] 0 2
S. pneumoniae PISP 11 1.2% 7 0 1 3 0] 0]
Acinetobacter baumannii 11 1.2% 10 ] 0 0 o] 1
Enterobacter aerogenes 11 1.2% 11 (6} ) 0 0 0
Staphylococcus epidermidis MRS 10 1.1% 6 0] 4 o] o] o]
Enterococcus faecalis 7 0.7% 6 o] 0 ¢} 0 1

Group G Streptococcus 7 0.7% 7 (6} 0 0 0 0
Prevotella (B.) melaninogenica 7 0.7% 4 O ) 0 0 3
Pseudomonas fluorescens/putida 7 0.7% 7 ] 0 o] o] o]
Haemophilus s p 9 1.0% 7 o] 0 1 0 1

Candida sp 22 2.3% 22 o] 0 0 0 0

Z Dt 38 4.0% 32 o] 4 2 0 0
¥ st 947 | 100.0% 795 1 81 36 4 30
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HibgsR (BR)  (BZD)

W mam | % (@t @ | B | . mem
Helicobacter pylori 106 46.1% 0 0 0 0 106
Campylobacter jejuni 86 37.4% 0 86 0 0 0
Klebsiella oxytoca 7 3.0% 0 6 1 0 0
Campylobacter coli 4 1.7% 0 4 0 0 0
Salmonella O-4 group 4 1.7% 0 4 0 0 0
Enterococcus faecalis VRE 1 0.4% 0 1 0 0 0
ZDfit 22 9.6% 7 4 6 5 0
# Bt 230 | 100.0% | 7 105 7 5 106

HibgsR (ABt)  (EZ0)

s wa | % Bl el PTCD | B |G
Escherichia coli 21 9.6% 2 0 19 0 0 0
Klebsiella pneumoniae 17 7.8% 1 1 14 0 0 1
Enterococcus faecium 16 7.3% 6 1 8 1 0 0
Pseudomonas aeruginosa 15 6.9% 2 2 2 2 6 1
Enterobacter cloacae 14 6.4% 3 0 10 1 0 0
Escherichia coli ESBL 13 6.0% 1 0 2 1 6 3

a-Streptococcus 13 6.0% 4 1 8 0 0 0
Candlida albicans 12 5.5% 1 1 0 1 9 0
Enterococcus faecalis 11 5.0% 3 1 7 0 0 0
Klebsiella oxytoca 11 5.0% 2 2 4 0 3 0
Enterobacter aerogenes 9 4.1% 3 0 4 0 2 0
Citrobacter freundii 5 2.3% 0 1 4 0 0 0
Clostridium perfringens 5 2.3% 1 0 4 0 0 0
Enterococcus raffinosus 5 2.3% 1 1 3 0 0 0
Bacteroides fragilis group 4 1.8% 1 0 1 0 0 2
Campylobacter jejuni 4 1.8% 0 0 0 0 4 0
Morganella morganii 3 1.4% 0 0 2 1 0 0
Enterococcus faecalis VRE 1 0.5% 0 0 0 0 1 0
ZDfth 39 17.9% 9 2 16 1 9 2
& &t 218 | 100.0% | 40 13 108 8 40 9
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Il EEEEREt

JRPRATEEER  (F43F)

WES e % ® | 20s | B, | AEE e | wT | BOUE
Escherichia coli 469 28.4% 374 44 (o] 6] 41 1 9
Streptococcus agalactiae 160 9.7% 63 3 o] o] 91 2 1
Candida albicans 156 9.4% 5 2 o] 1 147 o] 1
Enterococcus faecalis 135 8.2% 91 31 0] 0] 9 0] 4
Klebsiella pneumoniae 83 5.0% 58 13 6] 6] 12 o] o]
a -Streptococcus 80 4.8% 48 8 0] 0] 23 o] 1
Escherichia coli ESBL 64 3.9% 44 16 0 0 3 o] 1
Pseudomonas aeruginosa 47 2.8% 24 15 o] o] 7 o] 1
Staphylococcus aureus 34 2.1% 11 2 o] o] 19 1 1
Coryneform bacteria 28 1.7% 14 11 1 o] 2 o] o]
Proteus mirabilis 24 1.5% 21 1 o] o] 1 1 o]
Staphylococcus aureus MRSA 23 1.4% 9 5 o] o] 7 2 o]
CNS 22 1.3% 12 4 0] 0] 2 1 3
Klebsiella oxytoca 21 1.3% 15 5 o] o] 1 o] o]
Candlida glabrata 19 1.1% 2 o] 6] 6] 17 6] 0
Staphylococcus epidermidis 19 1.1% 14 1 o] o] 2 o] 2
Streptococcus pyogenes 18 1.1% 2 0] 0] 1 15 0] 0]
Enterococcus faecium 17 1.0% 11 6 o] o] o] o] o]
MRCNS 16 1.0% 13 2 0 0 1 0 0
Corynebacterium striatum 16 1.0% 11 5 0] 0] 0] 0] 6]
Citrobacter freundii 15 0.9% 12 3 0] 0] 0] 0 0
Haemophilus influenzae 15 0.9% (o] 6] 6] 1 13 1 6]
Group G Streptococcus 14 0.8% 8 3 o] 0] 3 o] o]
Staphylococcus epidermidis MRS 13 0.8% 9 2 (o] o] o] o] 2
Bacteroides fragilis group 8 0.5% 2 1 o] o] 1 6] 4
Citrobacter koseri 8 0.5% 6 1 o] o] 1 o] o]
Enterobacter aerogenes 8 0.5% 5 3 (0] o] 0] 6] 6]
Enterobacter cloacae 7 0.4% 4 2 0] 0] 1 0] 0]
Morganella morganii 7 0.4% 6 1 6] 6] 6] o] o]
Neisseria gonorrhoeae 2 0.1% 1 o] o] 0] 1 0 0]
Candida sp 20 1.2% 1 0 0 o] 19 o] o]
Z itk 86 5.2% 47 13 0 0 9 1 16
¥ B 1.654 100.0% 943 203 1 3 448 10 46
SWERESEESR  (ABR)
Escherichia coli 120 22.4% 71 42 0] 0] 7 0] 0
Candida albicans 56 10.5% 10 17 1 1 27 o] 0
Enterococcus faecalis 53 9.9% 28 20 o] o] 4 o] 1
Klebsiella pneumoniae 37 6.9% 21 14 o] o] 2 o] o]
Pseudomonas aeruginosa 32 6.0% 17 14 1 o] o] o] o]
Streptococcus agalactiae 28 5.2% 7 1 o] o] 19 1 o]
Escherichia coli ESBL 25 4.7% 17 8 0 0 0 0 0
Enterococcus faecium 23 4.3% 10 12 o] o] o] o] 1
a -Streptococcus 22 4.1% 14 5 o] o] 3 o] o]
Candida glabrata 10 1.9% 6 1 o] o] 3 o] o]
Corynebacterium striatum 10 1.9% 5 4 1 o] o] 0 0
Proteus mirabilis 8 1.5% 4 4 o] o] o] o] o]
Group G Streptococcus 7 1.3% 2 4 o] o] 1 o] o]
Klebsiella oxytoca 7 1.3% 5 2 0 0 0 0 0
Staphylococcus aureus MRSA 6 1.1% 5 o] o] o] 1 o] 0
Staphylococcus aureus 6 1.1% 2 1 6] 6] 3 0 o]
CNS 6 1.1% 1 1 0 0 4 0 0
Coryneform bacteria 6 1.1% 3 1 o] o] 2 0 0
Citrobacter freundii 5 0.9% 3 2 0 0 0 0 0
Staphylococcus epidermidis MRS 5 0.9% 5 o] (o] 0 o] 6] o]
MRCNS 4 0.7% 2 1 0] 0] 1 0 0
Corynebacterium sp 4 0.7% 2 2 0] 0] 0] 0] 0]
Enterobacter aerogenes 4 0.7% 2 1 o] o] 1 o] o]
Enterobacter cloacae 4 0.7% 1 2 0] o] o] 0] 1
Morganella morganii 4 0.7% 0] 3 0] 0] 1 0] 0
Serratia marcescens 4 0.7% 1 2 1 o] o] o] o]
Staphylococcus epidermidis 4 0.7% 3 1 o] o] o] o] o]
Candida sp 9 1.7% 1 4 (o] o] 4 0 0
Z Dt 26 4.9% 13 6 o] 0 6 0 1
¥ &t 535 100.0% 261 175 4 1 89 1 4
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MR - BRRR (51R)

R HEEEL % BZK | BEK | BBR | BSERR | BOARID | BRARID | ZFRIR | €D
Escherichia coli 62 25.8% 0 0 0 0 5 57 0 0
Klebsiella pneumoniae 18 7.5% 0 1 0 0 3 14 0 0
CNS 15 6.3% 0 0 0 0 1 14 0 0
Staphylococcus epidermidis 15 6.3% 0 0 0 0 5 9 1 0
Staphylococcus aureus 14 5.8% 0 0 0 2 0 4 8 0
Staphylococcus epidermidis MRS 13 5.4% 0 0 0 0 5 8 0 0
Enterococcus faecalis 11 4.6% 0 0 1 0 1 9 0 0
MRCNS 10 4.2% 0 0 0 0 2 7 1 0
Escherichia coli ESBL 7 2.9% 0 0 0 0 0 7 0 0
Pseudomonas aeruginosa 6 2.5% 0 0 0 1 0 5 0 0
Klebsiella oxytoca 5 2.1% 0 0 0 0 1 4 0 0
Bacteroides fragilis group 5 2.1% 0 1 0 0 0 4 0 0
Clostridium perfringens 4 1.7% 0 0 0 0 0 4 0 0
Group G Streptococcus 4 1.7% 0 0 0 1 0 3 0 0
Bacillus subtilis 3 1.3% 0 1 0 0 0 2 0 0
Corynebacterium striatum 3 1.3% 0 0 0 0 0 3 0 0
Streptococcus constellatus 3 1.3% 0 0 0 0 0 3 0 0
Clostridium sp 2 0.8% 0 0 0 0 0 2 0 0
Helicobacter cinaedi 2 0.8% 0 0 0 0 0 2 0 0
Peptostreptococcus micros 2 0.8% 0 0 0 0 0 1 0 1
Peptostreptococcus prevotif 2 0.8% 0 0 0 0 0 2 0 0
Proteus mirabilis 2 0.8% 0 0 0 0 0 2 0 0
Staphylococcus aureus MRSA 1 0.4% 0 0 0 0 1 0 0 0
Streptococcus pneumoniae 1 0.4% 0 0 0 0 0 1 0 0
Actinomyces sp 1 0.4% 0 0 0 0 0 1 0 0
Aeromonas caviae 1 0.4% 0 0 0 0 0 1 0 0
Aeromonas hydrophila group 1 0.4% 0 0 0 0 1 0 0 0
Bacillus cereus 1 0.4% 0 0 0 0 0 1 0 0
Campylobacter coli 1 0.4% 0 0 0 0 0 1 0 0
Campylobacter jejuni 1 0.4% 0 0 0 0 0 1 0 0
Citrobacter amalonaticus 1 0.4% 0 0 0 0 0 1 0 0
Citrobacter freundlii 1 0.4% 0 0 0 0 0 1 0 0
Corynebacterium sp 1 0.4% 0 0 0 0 0 1 0 0
Enterobacter cloacae 1 0.4% 0 0 0 0 0 1 0 0
Enterococcus casseliflavus 1 0.4% 0 0 0 0 0 1 0 0
Fusobacterium spp 1 0.4% 0 0 0 0 0 1 0 0
Haemophilus influenzae 1 0.4% 0 0 0 0 0 1 0 0
Haemophilus parainfluenzae 1 0.4% 0 0 0 0 0 1 0 0
Klebsiella sp 1 0.4% 0 0 0 0 0 1 0 0
Pasteurella multocida 1 0.4% 0 0 0 0 0 0 1 0
Pedjococcus sp 1 0.4% 0 0 0 0 0 1 0 0
Propionibacterium acnes 1 0.4% 0 0 0 0 0 1 0 0
Staphylococcus lugdunensis (CNS) MRS 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus agalactiae 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus anginosus/milleri 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus bovis 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus constellatus/milleri 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus mitis group 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus pyogenes 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus sanguis 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus intermedius 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus mitis/oralis 1 0.4% 0 0 0 0 0 1 0 0
Veillonella sp 1 0.4% 0 0 0 0 0 1 0 0
a-Streptococcus 1 0.4% 1 0 0 0 0 0 0 0
& Bt 240 | 100.0% 1 3 1 4 25 194 11 1

— 160 —




Il EEEEREt

MR - FRER (AR

HHES FEER % K | BEK | BER | BSERR | BIARID | BEARID | ZFRIR | € DAt
Escherichia coli 17 10.1% 0 5 0 0 2 16 2 1
Staphylococcus epidermidis MRS | 16 9.5% 1 0 0 0 5 12 0 0
Klebsiella pneumoniae 14 8.3% 0 2 0 0 2 9 0 0
Staphylococcus aureus 11 6.5% 3 0 0 0 2 1 1 1
MRCNS 11 6.5% 0 0 0 0 4 4 0 0
Bacteroides fragilis group 8 4.8% 0 4 0 0 0 1 2 1
Staphylococcus aureus MRSA 8 4.8% 0 0 0 1 1 2 2 1
Pseudomonas aeruginosa 7 4.2% 1 1 0 0 2 2 1 0
Staphylococcus epidermidis 6 3.6% 1 0 0 0 3 3 0 0
CNS 6 3.6% 0 1 0 0 1 4 0 0
Enterococcus faecalis 5 3.0% 0 4 0 0 0 2 0 0
Enterococcus faecium 5 3.0% 0 2 0 0 2 1 1 0
Escherichia coli ESBL 4 2.4% 0 1 0 0 0 5 0 0
Candida albicans 4 2.4% 0 4 0 0 1 0 0 0
Citrobacter freundii 4 2.4% 0 2 0 0 0 1 0 0
Enterobacter cloacae 3 1.8% 0 1 0 0 0 2 0 0
a-Streptococcus 3 1.8% 0 3 0 0 0 0 0 0
Bacillus subtilis 3 1.8% 0 1 0 0 1 0 0 0
Clostridium perfringens 2 1.2% 0 1 0 0 1 0 0 0
Clostridium sp 2 1.2% 0 1 0 0 1 0 0 0
Group G Streptococcus 2 1.2% 0 0 0 0 0 2 0 0
Klebsiella oxytoca 2 1.2% 0 0 0 0 0 2 0 0
Lactobacillus sp 2 1.2% 0 0 0 0 1 1 0 0
Peptostreptococcus micros 1 0.6% 1 0 0 0 0 0 1 0
Streptococcus pneumoniae 1 0.6% 0 0 0 0 0 1 0 0
Aeromonas hydrophila group 1 0.6% 0 1 0 0 0 0 0 0
Candlida glabrata 1 0.6% 0 0 0 0 1 0 0 0
Candlida tropicalis 1 0.6% 0 0 0 0 0 1 0 0
Corynebacterium striatum 1 0.6% 0 0 0 0 0 0 1 0
Coryneform bacteria 1 0.6% 0 0 0 0 0 0 0 1
Cryptococcus neoformans 1 0.6% 0 0 0 0 0 1 0 0
Enterobacter aerogenes 1 0.6% 0 0 0 0 0 1 0 0
Enterococcus raffinosus 1 0.6% 0 0 0 0 0 0 1 0
Fusobacterium spp 1 0.6% 0 0 0 0 0 0 1 0
Haemophilus influenzae 1 0.6% 0 1 0 0 0 0 0 0
Klebsiella oxytoca ESBL 1 0.6% 0 0 0 0 0 1 0 0
Moraxella sp 1 0.6% 0 0 0 0 0 0 1 0
Morganella morganii 1 0.6% 0 1 0 0 0 0 0 0
Prevotella sp (non-pigmented) 1 0.6% 0 1 0 0 0 0 0 0
Prevotella sp (pigmented) 1 0.6% 1 0 0 0 0 0 0 0
Propionibacterium acnes 1 0.6% 0 1 0 0 0 0 0 0
Proteus mirabilis 1 0.6% 0 0 0 0 0 0 1 0
Proteus vulagaris 1 0.6% 0 1 0 0 0 0 0 0
Salmonella O-8 group 1 0.6% 0 0 0 0 0 1 0 0
Streptococcus agalactiae 1 0.6% 0 0 0 0 0 1 0 0
Streptococcus pyogenes 1 0.6% 0 0 0 1 0 0 0 0
& &t 168 | 100.0% 8 39 0 2 30 77 15 5
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ZTDft (94K)

WES wew | % | R | mm | omo | om | Q27 B g 2O
Staphylococcus aureus 182 | 20.6% 27 15 50 0 0 31 8 51
Staphylococcus aureus MRSA 43 4.9% 2 6 14 0 0 5 2 14
Coryneform bacteria 39 4.4% 5 3 12 0 0 4 2 13
Pseudomonas aeruginosa 38 4.3% 9 2 11 0 0 4 0 12
CNS 36 4.1% 9 2 8 2 1 5 1 8
Staphylococcus epidermidis MRS 36 4.1% 6 1 5 0 1 5 13 5
Bacteroides fragilis group 36 4.1% 0 0 17 0 0 2 0 17
Staphylococcus epidermidis 34 3.9% 5 1 11 0 0 3 2 12
Escherichia coli 33 3.7% 0 0 14 0 0 4 0 15
a-Streptococcus 32 3.6% 0 2 6 0 0 5 10 9
Corynebacterium striatum 30 3.4% 7 1 9 0 0 4 0 9
Enterococcus faecalis 27 3.1% 0 3 11 0 0 1 1 11
Streptococcus agalactiae 24 2.7% 0 3 8 0 0 3 2 8
Streptococcus pyogenes 19 2.2% 3 4 2 0 0 8 0 2
Corynebacterium sp 18 2.0% 6 1 4 1 0 2 0 4
Peptostreptococcus asaccharolyticus| 16 1.8% 0 0 8 0 0 0 0 8
Peptostreptococcus sp 14 1.6% 0 0 7 0 0 0 0 7
Prevotella sp (non-pigmented) 14 1.6% 0 0 7 0 0 0 0 7
MRCNS 12 1.4% 2 2 2 0 1 1 1 3
Group G Streptococcus 12 1.4% 0 1 4 0 0 2 0 5
Peptostreptococcus magnus 10 1.1% 0 0 4 1 0 1 0 4
Prevotella (B.) bivia 10 1.1% 0 0 4 0 0 2 0 4
Enterobacter cloacae 9 1.0% 0 0 4 0 0 1 0 4
Escherichia coli ESBL 9 1.0% 0 0 4 0 0 0 0 5
Citrobacter freundlii 8 0.9% 0 0 4 0 0 0 0 4
Haemophilus influenzae 8 0.9% 3 0 2 0 0 0 0 3
Peptostreptococcus prevotif 8 0.9% 0 0 4 0 0 0 0 4
Staphylococcus lugdunensis (CNS) 8 0.9% 0 0 3 0 0 0 2 3
Candlida albicans 7 0.8% 3 1 1 1 0 0 0 1
Klebsiella pneumoniae 7 0.8% 0 0 3 0 0 1 0 3
Proteus mirabilis 7 0.8% 0 0 3 0 0 1 0 3
Candida sp 6 0.7% 4 0 1 0 0 0 0 1
Z Dfth 91 10.3% 14 3 33 1 0 7 0 33
¥ Bt 883 | 100.0% | 105 51 280 6 3 102 44 292
ZDfts (ABE)

s : o CVAT | Fa— | FL— | BB | ZDfth

i wem | % | mm | ow |27 0 0T B OO
Staphylococcus aureus 25 7.4% 1 13 0 0 5 6 0
Bacteroides fragilis group 23 6.8% 0 13 0 0 6 2 2
Escherichia colf 22 6.5% 0 13 0 0 5 1 3
Enterococcus faecalis 21 6.2% 0 6 0 1 11 3 0
Staphylococcus epidermidis MRS 19 5.6% 0 3 7 1 5 2 1
Corynebacterium striatum 18 5.3% 0 4 2 0 8 4 0
Enterococcus faecium 18 5.3% 0 5 1 1 7 4 0
Pseudomonas aeruginosa 16 4.7% 0 6 1 1 4 3 1
Enterobacter cloacae 15 4.4% 0 6 0 2 5 2 0
Candida albicans 13 3.8% 0 4 1 0 8 0 0
Staphylococcus aureus MRSA 11 3.2% 0 3 1 2 0 3 2
Escherichia coli ESBL 11 3.2% 0 3 2 0 3 2 1
MRCNS 10 2.9% 1 2 0 0 7 0 0
Coryneform bacteria 7 2.1% 0 2 0 0 1 4 0
Candlida glabrata 6 1.8% 0 1 1 0 3 1 0
Klebsiella oxytoca 6 1.8% 1 1 0 0 2 2 0
Klebsiella pneumoniae 6 1.8% 0 4 2 0 0 0 0
Streptococcus agalactiae 5 1.5% 0 2 0 0 0 2 1
a-Streptococcus 5 1.5% 0 5 0 0 0 0 0
Cryptococcus neoformans 1 0.3% 0 1 0 0 0 0 0
Candida sp 2 0.6% 1 0 1 0 0 0 0
ZDfth 80 23.5% 2 33 6 1 21 14 3
s Et 340 | 100.0% 6 130 25 9 101 55 14
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(3) MBEIEIR

FRENBEREE | 94

IRAFR &Rl

=5 88 | M.tuberuculosis (PCRODIMHFHEZEZD) 9

Bk 2 | MAC (PCROFHFIEZEZD) 43

F&gzK 0 | M.kansasii 2

[ESTRPR 1 | M.gordonae 2

[EXIEB 2 | M.szulgai 0

ZDfth 1 | M.abscessus 1
M.chelonae 0
M.fortuitum 1
M.peregrinum 0
[EIEAAE 1
BEEY GECPHBECORESD D DIzt 1
BERLERL)
TBREMHESE D > 34
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