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Il JEEpRT (fest)

1. FFIRSHRTUA

JZ LEHERE (74R)

S.aureus MRSA CNS E.faecalis E.faecium ABEBER TR
soo | eram | s | e | s | e | s | e | s | e | osw [ e | sw | e

RZVY VR

PCG 35% 518 0%| 199 27%| 229 100%| 151 13% 15| 100%] 181 s56%| 615
ABPC 35%  518] 0% 199 27%| 229] 100%| 151| 20% 15| 100%| 181

MPIPC | 100% 518  0%| 199 49% 229

7L

cez | 100% 518  0%| 199 49%| 229

cT™M | 100%  518]  0%| 199 49%| 229 63%| 615
CFDN | 100% 518 0%| 199 100%| 113

CTX 100%| 181] 97%| 615
CTRX 100%| 181] 97%| 615
CFPM 100%| 181] 93%| 615
CFIX 15% 615
CDTR-PI 88%| 615
FMOX | 100% 518  0%| 199| 49% 229

HIVARZ LFR

Pmscs | 100%) 518 0%| 199 49%| 229 100%| 151

MEPM 82%| 615
BS54 82<—LHR=EH

CVA/AM 98%| 615
SBT/ABP| 99%| 518  0%| 199| 49% 229 100%| 181] 61%| 615
T/ R%R

GM 71%  518] 48% 199 67%| 229

ABK 97%  518] 96%| 199

<7074 R&R

EM 68% 502 10%| 176] 53%| 67| 8% 40| 0% 1| 63%] 180 11%| 615
CAM 64%| 180 14%| 615
UyaARAI VR

com | 69%| 502 21%| 176] 66%| 167 | | | | 82%| 180] 42%| 615
FrSHAIUVR

MINO | 99% 518] 70%| 199 97| 220 25%| 151] 27% 15

TC 78%| 181| 13%| 615
7 i By [ VS

c | | | | | | 100%] 180] 88%| 615
F/Ov%

X | 96% 518 39%| 199] 67%| 229 85%| 151 7% 15| 100% 181 100%| 615
J)aARTF F%K

vem | 100%] 518 100%|  199] 100%  229] 96%| 151 100% 15| 100%| 181 100%| 615
TEIC | 100%  518] 100%| 199 99% 229 100%|  151| 100% 15

Z DAt

ST 100%| 518 100%| 199] 95% 229 73%| 615
FOM 97%  518] 64%| 199 47%| 229

RFP 98% 518 99%| 199 97%| 229 63%| 151 13% 15 100%| 615
lzb | 100%  518| 100%| 199 100% 229 100%| 151| 100% 15
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75 LEEERE (AR

S.aureus MRSA CNS E.faecalis E.faecium AZEBER AETRE
S% 8 S% 8 S% HER S% HE S% HER S% 8 S% HER
RZV VR
PCG 360 172]  0%| 137] 10%| 163] 100%| 163] 13%| 53] 100% 2| 49%| a1
ABPC 36%  172|  0%| 137| 10%| 163| 100%| 163] 13%| 53| 100%
MPIPC | 100%  172|  0%| 137| 23%| 163
71 L%
cez | 100% 172 0w| 137] 23%] 163
am | 100% 172 0%| 137] 23%| 163 68%| 41
CFDN | 100%  172|  0%| 137 100% 37
CTX 100% 95%| 41
CTRX 100% 93%| 41
CFPM 100% 90%| 41
CFIX 17%| 41
CDTR-PI 88%| 41
FMOX | 100% 172  0%| 137| 23%| 163
HIVIARZ LFR
Pm/cs | 100% 172 0%|  137]  23%]  163]  99%| 163
MEPM 80%| 41
B= 02 —CHEEH
CVA/AM 100%| 41
SBT/ABP| 100%  172|  0%| 137 23%| 163 100% 2| 68%| 4
TI/0)aVRR
GM 83% 172| 56%| 137] 44%| 163
ABK 99% 172 96%| 137
U074 K%
EM 74%  164]  7%| 130 46%| 153] 19%| 97| 8% 26| 50% 2| 32%] 4
CAM 50% 2| 34%| a1
UraARAIY VR
com | 77% 164 8w 130] 57% 153 | | | | so% 2] 66w a1
FESHAIUVR
MINO | 100%  172] 47%| 137] 92%| 163 26%| 163 28%| 53
TC 50% 2| 37w a4
7 chuniten By [ 573
¢ ] T T T T T T T T T i e
F/0v%
ex | 94%  172] 10%| 137] 43% 163 79%| 163] 8% 53| 100%] 2| 100%] 41
J1)aARTF KRR
vem | 100%  172]  99%|  137] 100%| 163] 90%  163] 100%| 53| 100% 2| 100%| a1
TEIC | 100%  172| 100%| 137| 98%| 163| 100%| 163| 100%| 53
Z DO
ST 1000 172] 100%] 137] 87%| 163 71%| 41
FOM 98% 172 50%| 137] 39%| 163
RFP 99%  172| 97%| 137] 91%| 163| 61% 163] 19% 53 100%| 41
Lz | 100%  172| 100%| 137] 100%| 163| 100%| 163| 100%| 53




Il JEEpRT (fest)

75 LEMRE (3K)

ABE IAHIEE | €5F7 | Ecloacae | Pmirabilis| #REEE |A.baumanni|H.inflienzae

s | x| 5o || 5% | ek s | eram] soe [ s || s || 5% | &

NIV VR

ABPC 95%| 615 0%| 177 6% 32| 12% 341 79% 34 64%/| 657
PIPC 67%| 615| 61%| 177 72% 32| 82% 341 79% 34] 96%| 181 86% 14

71 L%

CEz 82%| 615 98%| 177| 0%| 32| 0%, 34| 79%, 34

CT™M 87%| 615 99%| 177| 0%| 32| 6%, 34| 88%, 34

CTX 88%| 615 99%| 177| 81%| 32| 85%| 34| 88%, 34 76%| 657

CAZ 87%| 615 99%| 177| 94%| 32| 85%, 34| 83%| 34| 92%| 181|100%, 14

CPR 88%| 615 99%, 177| 97%| 32| 91%| 34| 88%, 34

CCL 83%| 615 98%, 177 0%| 32| 0% 34| 88%, 6 34

CFPN-PI[ 85%| 615| 99%| 177| 44%| 32| 65% 34| 88%| 34

CPDX-PR 60%| 657
CzOoP 95%| 181 93%| 14

CFS 83%| 181

CFPM 91%| 181(100%| 14

CMZ | 99%| 615| 99%| 177| 94%| 32 3% 34| 97%| 34

FMOX | 98%| 615| 99%| 177 84%| 32| 9%| 34[100%| 34

BIVININZ LR
IPM/CS |100%| 615[100% | 177|100% 32| 100% 341100% 34] 92%| 181]100% 14
MEPM 94%| 181[100%| 14
T/ N2 LR

AzT | 88%| 615| 99%  177] 97%| 32| 88%| 34| 88%| 34[ 92%| 181 | | |

BZ04—EHEEX

CVA/AM| 88%| 615| 98%| 177 3%| 32| 3% 34| 94% 34

SBT/ABP 98%/| 657
SBT/CPZ|[ 94%| 615| 99% 177] 91%| 32| 91% 34| 94%| 34| 91%| 181|100%| 14

TAZ/PIPC 98%| 181

7/7VAVFER

GM 90%| 615 99%| 177|100%| 32|100%, 34| 97%, 34| 85% 181(100% 14

AMK |100%| 615|100% | 177| 94%, 32(100%| 34{100%| 34| 94%| 181|100% 14

TOB 94%| 181[100%| 14
ThITAT) VR

MINO | 95%| 615| 96%| 177| 97%| 32| 94% 34| 15% 34 93%| 14| 99%| 483
TC 76%| 174
R7OZ4 KR

em | [ 1 [ T [ T T [ T T T T T e
/0%

LVFX | 79% 615| 98%| 177| 88%| 32[100% 34| 94%| 34| 91%| 181| 93%| 14

CPFX 91%| 181 93%| 14
Z DAt

ST 88%| 615 97%| 177|100%| 32|100%| 34| 85% 34 93%| 14

FOM | 90%| 615| 44%| 177| 38%| 32| 15%| 34| 59%| 34| 3% 181




ZEWMERRE £ 20124 VOL.25 (BEFE 27 5)

72 LEMRE (AB)

ABBE | BREEE | €5F7 | Ecloacae | Pmirabilis | #RMEE |A.baumanni|H.inflienzae
s | x| 5% | ek s% | e soe [ s || s | x| 5% | k| s | e

NZV) VR

ABPC | 58%| 252| 0% 138] 0%| 26| 16% 61| 84% 25 72%) 46
PIPC | 60%| 252| 54%| 138| 27%| 26| 72%| 61| 84%| 25| 95%  214| 83% 12
I LR

Cez | 79%| 252| 96% 138| 0% 26| 5% 61| 88% 25

CTM | 85% 252| 98% 138| 0% 26| 10% 61| 88%| 25

CTX | 85%| 252| 98% 138 42% 26| 74% 61| 88% 25 85%| 46
CAZ | 86% 252| 98%| 138| 85% 26| 77%| 61| 88% 25| 93%| 214| 92% 12

CPR | 86%| 252| 98%  138| 96% 26| 90%| 61| 88% 25

ccL | 78%| 252| 96%| 138 0%| 26| 5%| 61| 84% 25

CFPN-PI| 83%| 252| 94%| 138| 27% 26| 56%| 61| 88%| 25
CPDX-PR 61% 46
czop 94% 214 92% 12

CFs 78%| 214

CFPM 87% 214| 92% 12

CMZ | 98%| 252|100%  138| 85% 26| 13%| 61]100% 25

FMOX | 99% | 252|100%  138| 62% 26| 15%| 61| 96% 25
AN ZAVAS NS

IPM/CS |100% | 252[100%| 138[100%| 26[100%| 61| 96% 25| 88% 214| 92%| 12

MEPM 91%| 214| 92% 12
T/ NV Z LR

AZT | 85% 252| 98% 138| 88%| 26| 74%| 61| 88%| 25 78%| 214] | |
B> 2<—EEEH
CVA/AM| 82%  252| 96%| 138 0%| 26| 5%  61[100% 25
SBT/ABP 100%| 46
SBT/CPZ| 94% 252 97%| 138| 88%| 26| 79%| 61[100% 25| 83%| 214| 83% 12
TAZ/PIPC 97%| 214
73/7U0Y RR

GM | 88% 252| 97%| 138| 96%  26[100%| 61| 96% 25| 83%| 214 92% 12

AMK [100% 252| 99%| 138|100%  26(100%| 61{100% 25| 93%| 214| 92% 12

TOB 97%  214| 92% 12
ThIUAT )R

MINO | 89% 252| 90%| 138/100% 26| 85% 61| 8% 25 92%  12[100%| 40

TC 100%| 6
Y7074 KR

o | | | | N 2
F/OVFR

LVFX | 74%| 252| 99%| 138| 88%| 26| 95% 61[100% 25| 88% 214| 92%| 12

CPFX 89% 214| 92% 12
Z DAt

ST | 83% 252 93% 138| 96%| 26| 93% 61| 92% 25 83% 12

FOM | 92%  252| 47%  138| 38% 26| 10% 61| 84% 25| 3% 214




Il JEEpRT (fest)

Zot (k)
. - N VAT F 21— |BIEDR | gy | o 0 | T
HE% HREH % BRAE (BOR |2 | BB | M S R =R | Ft D

Staphylococcus aureus 95 19.9% 1 8 14 | 32 1 0 0 32 0 4 3
Corynebacterium sp 42 8.8% 0 12 0 22 0 0 0 8 0 0 0
Staphylococcus aureus MRSA 39 8.2% 0 2 8 9 0 1 0 18 0 0 1
CNS 25 5.2% 0 5 2 11 0 1 0 6 0 0 0
Staphylococcus epidermidis MRS 24 5.0% 0 2 1 8 1 0 1 5 0 6 0
Escherichia coli 18 3.8% 1 0 0 12 0 0 0 5 0 0 0
Pseudomonas aeruginosa 16 3.4% 0 4 0 4 2 0 0 6 0 0 0
Enterococcus faecalis 15 3.1% 0 0 1 9 0 0 0 4 0 0 1
Streptococcus agalactiae 15 3.1% 0 0 1 7 1 0 0 2 0 4 0
Streptococcus pyogenes 14 2.9% 0 0 4 2 0 0 0 8 0 0 0
Group G Streptococcus 13 2.7% 0 1 1 7 0 0 0 4 0 0 0
Bacteroides fragilis 1 2.3% 0 0 0 8 0 0 0 3 0 0 0
MRCNS 1 2.3% 0 3 1 3 1 0 0 3 0 0 0
Staphylococcus epidermidis 9 1.9% 0 0 0 3 0 0 0 5 0 1 0
a -Streptococcus 9 1.9% 0 1 1 2 0 0 0 3 0 2 0
Candida albicans 7 1.5% 0 1 3 0 1 0 0 1 0 0 1
Klebsiella pneumoniae 7 1.5% 0 0 0 7 0 0 0 0 0 0 0
Morganella morganii 6 1.3% 0 0 0 4 0 0 0 2 0 0 0
Staphylococcus lugdunensis (CNS) 6 1.3% 0 0 0 5 0 0 0 1 0 0 0
Acinetobacter lwoffii 5 1.0% 0 0 0 2 0 0 0 2 0 1 0
Peptostreptococcus asaccharolyticus 5 1.0% 0 0 0 4 0 0 0 1 0 0 0
Prevotella sp 5 1.0% 0 0 1 3 0 0 0 1 0 0 0
Enterobacter cloacae 4 0.8% 0 1 0 1 0 0 0 1 0 0 1
Escherichia coli ESBL 4 0.8% 0 0 0 2 0 0 0 1 0 0 1
Peptostreptococcus anaerobius 4 0.8% 0 0 0 4 0 0 0 0 0 0 0
Stenotrophomonas maltophilia 4 0.8% 0 0 0 3 1 0 0 0 0 0 0
Streptococcus pneumoniae 3 0.6% 0 2 0 0 0 0 0 1 0 0 0
Acinetobacter baumannii 3 0.6% 0 0 0 0 1 0 0 2 0 0 0
Bacillus subtilis 3 0.6% 0 0 1 2 0 0 0 0 0 0 0
Candida sp 6 1.3% 0 4 0 0 1 0 0 0 0 0 1
Z Dt 49 10.3% 2 8 0 22 1 0 0 9 0 2 5
w5t 477 | 100.0% [ 4 | 54 | 39 | 198 | 1 2 1 134 0 20 [ 14
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Z DM (Ak)

- e . QVAT|Fa— | FL—|BIERZ | BEREW |, ., |2 D1t
HER HE % BRiE |BR | KE | IR ol om | > e len it D

Staphylococcus epidermidis MRS 39 10.9% 0 0 1 4 22 1 2 5 0 4 0
Pseudomonas aeruginosa 34 9.5% 0 0 0 8 4 2 4 12 2 0 2
Enterococcus faecalis 34 9.5% 0 0 0 1 5 0 6 10 0 0 2
Corynebacterium sp 31 8.7% 1 0 0 7 5 0 3 12 1 0 2
Staphylococcus aureus 24 6.7% 0 0 0 1 3 0 2 4 1 0 3
Candida albicans 21 5.9% 0 0 0 4 7 2 1 5 1 0 1

Staphylococcus aureus MRSA 17 4.7% 0 0 0 6 3 1 2 5 0 0 0
Escherichia coli 15 4.2% 0 0 0 10 1 0 2 1 1 0 0
Bacteroides fragilis 15 4.2% 0 0 0 5 0 0 6 3 0 0 1

Enterobacter cloacae 14 3.9% 0 0 0 2 2 0 6 4 0 0 0
MRCNS 10 2.8% 0 0 0 2 3 0 1 3 0 0 1

Klebsiella pneumoniae 8 2.2% 0 0 0 2 4 0 1 0 1 0 0
Enterobacter aerogenes 7 2.0% 0 0 0 1 3 0 0 2 1 0 0
CNS 6 1.7% 0 0 0 0 2 0 1 2 0 0 1

Enterococcus faecium 5 1.4% 0 0 0 1 0 0 2 2 0 0 0
Stenotrophomonas maltophilia 5 1.4% 0 0 0 1 1 0 3 0 0 0 0
Enterococcus avium 5 1.4% 0 0 0 2 0 0 1 2 0 0 0
Enterococcus raffinosus 5 1.4% 0 0 0 3 0 0 1 1 0 0 0
Candida glabrata 4 1.1% 0 0 0 0 1 1 1 1 0 0 0
Streptococcus agalactiae 4 1.1% 0 0 0 4 0 0 0 0 0 0 0
Proteus mirabilis 4 1.1% 0 0 0 1 0 0 0 3 0 0 0
Serratia marcescens 3 0.8% 0 0 0 2 1 0 0 0 0 0 0
Group G Streptococcus 3 0.8% 0 0 0 1 0 0 0 1 0 0 1

Candida parapsilosis 3 0.8% 0 0 0 0 3 0 0 0 0 0 0
Staphylococcus epidermidis 3 0.8% 0 0 0 0 1 0 1 0 0 0 1

Escherichia coli ESBL 2 0.6% 0 0 0 1 0 0 0 1 0 0 0
Klebsiella oxytoca 2 0.6% 0 0 0 1 0 0 1 0 0 0 0
Morganella morganii 2 0.6% 0 0 0 0 0 0 1 1 0 0 0
P.aeruginosa (ZHIfit4) 1 0.3% 0 0 0 1 0 0 0 0 0 0 0
Cryptococcus neoformans 1 0.3% 0 0 0 0 0 0 0 0 0 0 1

Candida sp 3 0.8% 0 0 0 0 2 0 1 0 0 0 0
Z Dt 28 7.8% 0 0 0 12 0 0 6 6 1 0 3
WOt 358 100.0% 1 0 1 103 [ 73 7 55 86 9 4 19




Il JEEPRT (fest)

M - FRER G156

HEH BWEH| % Fazk | oK | BER | BBERIR | EpARID | RARID | ZRIK | TR
Escherichia coli 55 | 22.0% 0 0 0 0 13 42 0 0
Klebsiella pneumoniae 25 | 10.0% 0 0 0 0 6 19 0 0
CNS 20 8.0% 0 0 0 0 14 6 0 0
Staphylococcus epidermidis MRS 18 7.2% 0 0 0 0 11 6 1 0
Staphylococcus aureus 15 6.0% 0 0 0 3 2 4 5 1
MRCNS 10 4.0% 0 0 0 0 6 3 1 0
Staphylococcus epidermidis 9 3.6% 0 0 0 0 6 3 0 0
Enterococcus faecalis 8 3.2% 0 0 0 0 4 4 0 0
Escherichia coli ESBL 7 2.8% 0 0 0 0 3 4 0 0
Proteus mirabilis 7 2.8% 0 0 0 0 3 4 0 0
Clostridium perfringens 6 2.4% 0 0 0 0 5 1 0 0
Clostridium sp 6 2.4% 0 0 0 0 4 2 0 0
Streptococcus pneumoniae 5 2.0% 1 0 0 1 1 2 0 0
Group G Streptococcus 4 1.6% 0 0 0 0 1 3 0 0
Klebsiella oxytoca 4 1.6% 0 1 0 0 1 2 0 0
Strepotococcus sangius 4 1.6% 0 0 0 0 1 3 0 0
Streptococcus agalactiae 3 1.2% 0 0 0 1 0 2 0 0
Bacteroides fragilis 3 1.2% 0 0 0 0 1 2 0 0
Citrobacter freundii 3 1.2% 0 1 0 0 2 0 0 0
Pseudomonas aeruginosa 2 0.8% 0 0 0 0 0 2 0 0
Corynebacterium sp 2 0.8% 0 0 0 0 2 0 0 0
Staphylococcus lugdnensis (CNS) 2 0.8% 0 0 0 0 1 0 1 0
Bacillus subtilis 2 0.8% 0 0 0 0 1 1 0 0
Citrobacter amalonaticus 2 0.8% 0 0 0 0 1 1 0 0
Actinomyces sp 2 0.8% 0 0 0 0 1 1 0 0
Bacillus cereus 2 0.8% 0 0 0 0 1 1 0 0
Bacteroides thetaiotaomicron 2 0.8% 0 0 0 0 0 2 0 0
Candida albicans 1 0.4% 0 1 0 0 0 0 0 0
Staphylococcus aureus MRSA 1 0.4% 0 0 0 0 1 0 0 0
Streptococcus pyogenes 1 0.4% 1 0 0 0 0 0 0 0
S.pneumoniae PISP 1 0.4% 0 0 0 1 0 0 0 0
Acinetobacter Iwoffii 1 0.4% 0 0 0 0 0 1 0 0
Enterobacter aerogenes 1 0.4% 0 0 0 0 0 1 0 0
Enterobacter cloacae 1 0.4% 0 0 0 0 0 1 0 0
Morganella morganii 1 0.4% 0 0 0 0 0 1 0 0
Aerococcus urinae 1 0.4% 0 0 0 0 1 0 0 0
Peptostreptococcus asaccharolyticus 1 0.4% 0 0 0 0 1 0 0 0
Proteus vulgaris 1 0.4% 0 0 0 0 0 1 0 0
Streptococcus bovis 1 0.4% 0 0 0 0 0 1 0 0
Enterococcus avium 1 0.4% 0 0 0 0 0 1 0 0
Peptostreptococcus micros 1 0.4% 0 0 0 0 1 0 0 0
Streptococcus salivarius 1 0.4% 0 0 0 0 1 0 0 0
Klebsiella ozaenae 1 0.4% 0 0 0 0 1 0 0 0
Bacteroides sp 1 0.4% 0 0 0 0 0 1 0 0
Fusobacterium nucleatum 1 0.4% 1 0 0 0 0 0 0 0
Listeria monocytogenes 1 0.4% 0 0 0 0 0 1 0 0
Peptostreptococcus sp 1 0.4% 0 0 0 0 0 1 0 0
Porphyromonas (B.) gingivalis 1 0.4% 0 0 0 0 1 0 0 0
Staphylococcus lugdnensis (CNS) MRS 1 0.4% 0 0 0 0 0 1 0 0
wOE 250 [100.0%| 3 3 0 6 98 131 8 1
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i - FRER Ak

HES WEH | % Fazk | REK | BER | BIETR | EOARIL | BRARID | ZHRIR
Staphylococcus epidermidis MRS 28 12.1% 1 0 0 0 21 6 0
MRCNS 18 7.8% 0 0 0 0 12 5 1
Escherichia coli 17 7.3% 0 5 0 0 7 5 0
Enterococcus faecalis 16 6.9% 0 3 0 0 6 6 1
Klebsiella pneumoniae 16 6.9% 0 2 0 0 3 11 0
Staphylococcus aureus 15 6.5% 1 0 0 3 4 7 0
CNS 13 5.6% 0 0 0 0 9 4 0
Pseudomonas aeruginosa 12 5.2% 0 1 0 0 4 7 0
Staphylococcus epidermidis 9 3.9% 0 1 0 0 7 1 0
Bacteroides fragilis 8 3.4% 0 4 0 0 1 2 1
Candida albicans 7 3.0% 0 1 0 0 3 3 0
Staphylococcus aureus MRSA 7 3.0% 0 0 0 1 2 3 1
Enterococcus faecium 6 2.6% 0 2 0 0 3 1 0
Bacillus subtilis 5 2.2% 0 1 0 0 2 2 0
Corynebacterium sp 4 1.7% 0 0 0 0 1 3 0
Streptococcus pneumoniae 3 1.3% 0 0 0 1 0 2 0
Candida tropicalis 3 1.3% 0 0 0 0 1 1 1
Fusobacterium spp 3 1.3% 2 0 0 0 1 0 0
Bacillus cereus 3 1.3% 0 0 0 0 2 1 0
Candida glabrata 2 0.9% 0 0 0 0 1 1 0
Enterobacter cloacae 2 0.9% 0 0 0 0 1 1 0
Streptococcus agalactiae 2 0.9% 0 0 0 0 1 1 0
Enterobacter aerogenes 2 0.9% 0 0 0 0 1 1 0
Klebsiella oxytoca 2 0.9% 0 1 0 0 1 0 0
Serratia marcescens 2 0.9% 0 0 0 0 1 1 0
Candida parapsilosis 2 0.9% 0 0 0 0 1 1 0
a -Streptococcus 2 0.9% 0 0 0 0 1 1 0
Morganella morganii 2 0.9% 0 1 0 0 0 1 0
Clostridium perfringens 2 0.9% 0 0 0 0 2 0 0
Peptostreptococcus micros 2 0.9% 1 0 0 0 1 0 0
Enterococcus durans 2 0.9% 0 2 0 0 0 0 0
Escherichia coli ESBL 1 0.4% 0 1 0 0 0 0 0
Proteus mirabilis 1 0.4% 0 0 0 0 0 1 0
Acinetobacter baumannii 1 0.4% 0 0 0 0 1 0 0
Streptococcus sp 1 0.4% 0 0 0 0 1 0 0
Aerococcus urinae 1 0.4% 0 0 0 0 0 1 0
Candida krusei 1 0.4% 0 0 0 0 1 0 0
Enterococcus gallinarum 1 0.4% 0 0 0 0 1 0 0
Chtyseobacterium (F.) meningosepticum 1 0.4% 0 0 0 1 0 0 0
Bacillus species 1 0.4% 0 0 0 0 1 0 0
Bacteroides thetaiotaomicron 1 0.4% 0 0 0 0 0 1 0
Bacteroides vulgatus 1 0.4% 0 0 0 0 1 0 0
Hafnia alvei 1 0.4% 0 1 0 0 0 0 0
Peptostreptococcus anaerobius 1 0.4% 0 0 0 0 1 0 0
Streptococcus anginosus/constellatus 1 0.4% 1 0 0 0 0 0 0
Streptococcus mutans 1 0.4% 0 0 0 0 1 0 0
w5 232 | 100.0% 6 26 0 6 108 81 5




Il JEEPRGT (Fest)

Z D (54K)
. e . " VAT | F2— |BIERR | g | g sy | T O
HES HWEH % BRAE |EOR | K2 | B | M gy R e RHR | Fit o

Staphylococcus aureus 95 19.9% 1 8 14 | 32 1 0 0 32 0 4 3
Corynebacterium sp 42 8.8% 0 12 0 22 0 0 0 8 0 0 0
Staphylococcus aureus MRSA 39 8.2% 0 2 8 9 0 1 0 18 0 0 1
CNS 25 5.2% 0 5 2 11 0 1 0 6 0 0 0
Staphylococcus epidermidis MRS 24 5.0% 0 2 1 8 1 0 1 5 0 6 0
Escherichia coli 18 3.8% 1 0 0 12 0 0 0 5 0 0 0
Pseudomonas aeruginosa 16 3.4% 0 4 0 4 2 0 0 6 0 0 0
Enterococcus faecalis 15 3.1% 0 0 1 9 0 0 0 4 0 0 1
Streptococcus agalactiae 15 3.1% 0 0 1 7 1 0 0 2 0 4 0
Streptococcus pyogenes 14 2.9% 0 0 4 2 0 0 0 8 0 0 0
Group G Streptococcus 13 2.7% 0 1 1 7 0 0 0 4 0 0 0
Bacteroides fragilis 11 2.3% 0 0 0 8 0 0 0 3 0 0 0
MRCNS 1 2.3% 0 3 1 3 1 0 0 3 0 0 0
Staphylococcus epidermidis 9 1.9% 0 0 0 3 0 0 0 5 0 1 0
a -Streptococcus 9 1.9% 0 1 1 2 0 0 0 3 0 2 0
Candida albicans 7 1.5% 0 1 3 0 1 0 0 1 0 0 1
Klebsiella pneumoniae 7 1.5% 0 0 0 7 0 0 0 0 0 0 0
Morganella morganii 6 1.3% 0 0 0 4 0 0 0 2 0 0 0
Staphylococcus lugdunensis (CNS) 6 1.3% 0 0 0 5 0 0 0 1 0 0 0
Acinetobacter lwoffii 5 1.0% 0 0 0 2 0 0 0 2 0 1 0
Peptostreptococcus asaccharolyticus 5 1.0% 0 0 0 4 0 0 0 1 0 0 0
Prevotella sp 5 1.0% 0 0 1 3 0 0 0 1 0 0 0
Enterobacter cloacae 4 0.8% 0 1 0 1 0 0 0 1 0 0 1
Escherichia coli ESBL 4 0.8% 0 0 0 2 0 0 0 1 0 0 1
Peptostreptococcus anaerobius 4 0.8% 0 0 0 4 0 0 0 0 0 0 0
Stenotrophomonas maltophilia 4 0.8% 0 0 0 3 1 0 0 0 0 0 0
Streptococcus pneumoniae 3 0.6% 0 2 0 0 0 0 0 1 0 0 0
Acinetobacter baumannii 3 0.6% 0 0 0 0 1 0 0 2 0 0 0
Bacillus subtilis 3 0.6% 0 0 1 2 0 0 0 0 0 0 0
Candida sp 6 1.3% 0 4 0 0 1 0 0 0 0 0 1
Z DAt 49 10.3% 2 8 0 22 1 0 0 9 0 2 5
&t 477 | 100.0% | 4 | 54 | 39 | 198 | 11 2 1 134 0 20 14
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Staphylococcus epidermidis MRS 39 10.9% 0 0 1 4 22 1 2 5 0 4 0
Pseudomonas aeruginosa 34 9.5% 0 0 0 8 4 2 4 12 2 0 2
Enterococcus faecalis 34 9.5% 0 0 0 1 5 0 6 10 0 0 2
Corynebacterium sp 31 8.7% 1 0 0 7 5 0 3 12 1 0 2
Staphylococcus aureus 24 6.7% 0 0 0 1" 3 0 2 4 1 0 3
Candida albicans 21 5.9% 0 0 0 4 7 2 1 5 1 0 1
Staphylococcus aureus MRSA 17 4.7% 0 0 0 6 3 1 2 5 0 0 0
Escherichia coli 15 4.2% 0 0 0 10 1 0 2 1 1 0 0
Bacteroides fragilis 15 4.2% 0 0 0 5 0 0 6 3 0 0 1
Enterobacter cloacae 14 3.9% 0 0 0 2 2 0 6 4 0 0 0
MRCNS 10 2.8% 0 0 0 2 3 0 1 3 0 0 1
Klebsiella pneumoniae 8 2.2% 0 0 0 2 4 0 1 0 1 0 0
Enterobacter aerogenes 7 2.0% 0 0 0 1 3 0 0 2 1 0 0
CNS 6 1.7% 0 0 0 0 2 0 1 2 0 0 1
Enterococcus faecium 5 1.4% 0 0 0 1 0 0 2 2 0 0 0
Stenotrophomonas maltophilia 5 1.4% 0 0 0 1 1 0 3 0 0 0 0
Enterococcus avium 5 1.4% 0 0 0 2 0 0 1 2 0 0 0
Enterococcus raffinosus 5 1.4% 0 0 0 3 0 0 1 1 0 0 0
Candida glabrata 4 1.1% 0 0 0 0 1 1 1 1 0 0 0
Streptococcus agalactiae 4 1.1% 0 0 0 4 0 0 0 0 0 0 0
Proteus mirabilis 4 1.1% 0 0 0 1 0 0 0 3 0 0 0
Serratia marcescens 3 0.8% 0 0 0 2 1 0 0 0 0 0 0
Group G Streptococcus 3 0.8% 0 0 0 1 0 0 0 1 0 0 1
Candida parapsilosis 3 0.8% 0 0 0 0 3 0 0 0 0 0 0
Staphylococcus epidermidis 3 0.8% 0 0 0 0 1 0 1 0 0 0 1
Escherichia coli ESBL 2 0.6% 0 0 0 1 0 0 0 1 0 0 0
Klebsiella oxytoca 2 0.6% 0 0 0 1 0 0 1 0 0 0 0
Morganella morganii 2 0.6% 0 0 0 0 0 0 1 1 0 0 0
P.aeruginosa (ZHIMHE) 1 0.3% 0 0 0 1 0 0 0 0 0 0 0
Cryptococcus neoformans 1 0.3% 0 0 0 0 0 0 0 0 0 0 1
Candida sp 3 0.8% 0 0 0 0 2 0 1 0 0 0 0
Tt 28 7.8% 0 0 0 12 0 0 6 6 1 0 3
W&t 358 100.0% 1 0 1 103 | 73 7 55 86 9 4 19
FERTMBEREE | 107
TRAER EiER

by 90 | M.tuberuculosis (PCROIEIEEST5) 1
BR 3 | MAC (PCROHZHEEET) 83
771 3 | M.kansasii 2
[EZAR 9 | M.gordonae 6
[EXEE 0 | M.szulgai 0
Z DAt 2 | M.abscessus 0

M.chelonae 1

M.fortuitum 0

M.peregrinum 0
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