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(1) HFRZHERED A
75 LABHERE (443%)

SHEZMER REAMS+HI+R

EERE =T

7 LBERE (ABR)

SHEZME REHMS+HI+R

S. aureus MRSA CNS E. faecalis E. faecium ABEBEE Vg2 90
s% | s | s% | #es | % | m | sk | ek | sw | #Es | s% | f | s% | K&

NEDUPES

PCG 45% 444 0% 159 26% 198| 100%| 139 24% 21| 100% 138 68% 457
ABPC | 45% 444| 0% 159 26% 198| 100% 139| 24% 21| 100% 138

MPIPC | 100%  444| 0% 159| 50% 197
7 L%

CEz | 100% 444 0% 159 51% 198

CTM | 100%| 444| 0% 159 51% 198 75% 457
CFDN | 100% 444| 0% 159| 100% 99

CTX 100% 137| 99% 457
CTRX 100% 138| 99% 457
CFPM 100% 138| 98% 457
CFIX 19%| 457
CDTR-PI 95% 457
FMOX | 100%| 444| 0% 159| 51% 198
HILINRK LFR

IPM/CS | 100% 444] 0% 159 51% 198] 100% 139

MEPM 88% 457
BS99 —CHREH
CVA/AMPC 98%| 457
SBT/ABPC | 100% 444 0% 159| 51% 198 100% 137| 70% 457
FI/UUIAVRR

GM 80% 444| 56% 159 98% 198

ABK 98% 444| 95% 159| 100% 1
N0 K%

EM 75% 421 14%| 147 51% 138] 8% 24| 25% 4] 60% 136] 11%| 457
CAM 60% 136| 15% 457
s & QAN

CLDM \ 76% 421\ 27%) 147\ 64% 137\ | \ | \ 86% 136\ 38% 457
FRSHATU VR

MINO | 100% 444 72%| 159] 98%| 198 28% 139] 20% 21

TC 82% 138| 14% 457
Zxz=1—)L%

CP | \ | \ | \ | \ | \100%\ 136\ 86% 457
*/O0rv%

LVFX | 95%] 444\ 35%| 159\ 69% | 198\ 88% | 139\ 19%] 21\100%\ 138\ 100%| 457
ZFUARTFRER

VCM | 100%| 444] 100% 159 100% 198 98% 139] 100% 21| 100% 138] 100%| 457
TEIC | 100% 444| 100% 159 99%| 197| 100% 139 100% 21

Z0ft

ST | 100% 444] 100% 159 95% 198 76% 457
FOM 98% 444| 67% 159| 46% 198

RFP | 100% 444| 99% 159| 97% 197| 60% 139| 19% 21 100% 457
LZD | 100% 444| 100% 159| 100% 197| 100% 139| 100% 21

— 132 —

S. aureus MRSA CNS E. faecalis E. faecium | AZETEER V2290
S% | ik | S% | HE | S% | HE | S% | i | S% | #HE | S% | #HE | S% | #H#

RZVUV %R

PCG 40% 133 0% 105| 16% 126] 100% 148| 12%| 41| 100% 4] 49% 35
ABPC | 40% 133| 0% 105| 16% 126| 100% 149| 12% 41| 100% 4

MPIPC | 100% 133| 0% 105| 27% 126
7 L%

CEZ | 100%| 133] 0% 105| 27%| 126

CTM | 100% 133| 0% 105| 27% 126 51% 35
CFDN | 100% 133| 0% 105| 100% 34

CTX 100% 4| 97% 35
CTRX 100% 4| 97% 35
CFPM 100% 4| 97% 35
CFIX 1% 35
CDTR-PI 94% 35
FMOX | 100% 133| 0% 105| 27% 126
HILINRK L F

IPM/CS | 100% 133| 0% 105| 27% 126] 100% 149

MEPM 74% 35
BZ U9 <—EHEEHA
CVA/AMPC 97% 35
SBT/ABPC| 100% 133 0% 105| 27% 126 100% 4| 49% 35
FI/ZUAVRR

GM 74% 133| 65% 105| 45% 126

ABK 98% 133| 98% 105
NoUOZ14 K%

EM 71% 128 11% 100| 39% 112] 22% 92| 14% 21| 75% 4] 14% 35
CAM 75% 4 17% 35
U m o8 SRV

CLDM‘ 75% 128‘ 15%| 100‘ 61%) 112\ | \ | 75% 4\ 26% 35
FRSHAT VR

MINO | 98% 133 60% 105| 94% 126| 30% 149 22%| 41

TC 75% 4] 23% 35
ZJx=d—)L%

o | [ 1 [ [ [ T [ [ Tow e s
*/0v%

LVFX 92%\ 133‘ 12%\ 105‘ 46%‘ 126‘ 89%‘ 149‘ 10%\ 41‘100%\ 4‘ 100%\ 35
ZYARTF R

VCM | 100% 133| 100% 105| 100% 126 97% 149| 100% 41| 100% 4] 100% 35
TEIC | 100% 133| 100% 105| 97% 126| 100% 148| 100% 41
ZDfth

ST | 100% 133] 99% 105| 87% 126 83% 35
FOM 95% 133| 54% 105| 52% 126

RFP 99% 133| 95% 105 92% 126 52% 148| 15% 41 100% 35
LZD | 100% 133| 100% 105| 100% 126| 100% 148| 98% 41
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7 LERERE (513%K)

S %REZMR REHHS+ | +R

77 LEBERE (AKR)

SHREZMHEE BREGHS+ | +R

ABE HTZEE &>F7 | Ecloacae | Pmirabilis IREEE A.baumannii | H.infllenzae
S% | HE | S% | HE | S% | HE | S% | ¥ | S | HE | S% | HE | S% | H¥ | SH | HE

RZVY V%R

ABPC | 61%| 535| 0%| 203| 11%| 27| 14%| 29| 85% 40 77%| 446
PIPC | 64%| 535| 44%| 203| 56%| 27| 97% 29| 85%| 40| 98%| 186| 59% 22
7 L%

CEZ | 84%| 535| 95%| 203| 4% 27| 3%| 29| 90%| 40

CTM | 88%| 535| 96%| 203| 4% 27| 4%| 29| 90%| 40

CTX | 90% b535| 96%| 203| 59% 27| 93%| 29| 90%| 40 91%| 446
CAZ | 90% b535| 96%| 203| 78%| 27| 93%| 29| 90%| 40| 96%| 186(100% 22

CPR | 91% b535| 96%| 203| 89% 27| 97%| 29| 90%| 40

CCL | 83% 535 95%| 203| 4% 27| 0% 29| 90%| 40
CEPN-PI| 87%| 535| 93%| 203| 33%| 27| 83%| 29| 90%| 40
CPDX-PR 64%| 446
CZOoP 97%| 186| 95% 22

CFS 84%| 186

CFPM 96%| 186| 95% 22

CMZ | 99%| 535(100%| 203| 81% 27| 14%| 29|100%| 40

FMOX | 98%| 535/100%| 203| 59% 27| 17%| 29|100%| 40
HIVINISK LT

IPM/CS |100%| 535/100%| 203[100%| 27[100% 29[100%| 40| 97%| 186|100%| 22

MEPM 98%| 186(100% 22
/NG LR

AZT \ 90% 535\ 96% 203\ 89% 27\ 97% 29\ 85% 40\ 89% 186\ \
BZ U X—EHREA
cvA/AMPC| 85%| 535| 97%| 203| 7%| 27| 3% 29/100% 40
SBT/ABPC 94%| 446
SBT/CPZ| 96%| 535| 99%| 203| 89%| 27| 93% 29/100%| 40| 92%| 186(100% 22
TAZ/PIPC 99%| 186
FI/OUAVRR

GM | 87%| 535| 97%| 203| 96%| 27[100%| 29| 98%| 40| 83%| 186[100%| 22

AMK [100%| 535(100%| 203| 96%| 27|100% 29| 95%| 40| 96%| 186|100% 22

TOB 98%| 186(100% 22
FRSHAIUVR

MINO | 94%| 535| 92%| 203| 93%| 27| 97%| 29| 8% 40 100%| 22

TC 63%| 446
Y7074 K%

o | | | | I R R
*/Ov

LVFX | 77%| 535| 99%| 203| 93%| 27[100%| 29[100%| 40| 92%| 186| 95%| 22

CPFX 92%| 186| 95% 22
ZDfth

ST | 84%| 535| 94%| 203| 96%| 27| 93%| 29| 88%| 40 100%| 22

FOM | 89%| 535| 41%| 203| 30%| 27| 24% 29| 70%| 40| 9%| 186

— 134 —

ABE V2 t>F7 | Ecloacae | Pmirabilis REE A.baumannii | H.inflienzae
S% | ¥ | S% | #E | S% | HHE | S% | | S% | K | S% | ¥ | S% | B | S% | 4K

RZVY V%

ABPC | 52%| 260| 0%| 132| 11%| 19| 5%| 66| 69% 29 73%| 41
PIPC | 55%| 260| 39%| 132| 42%| 19| 74% 66| 69%| 29| 96%| 158| 54% 13
7T L%

CEZ | 75%| 260| 92%| 132| 0%| 19| 0%| 66| 76% 29

CTM | 79%| 260| 95%| 132| 0%| 19| 8% 66| 76%| 29

CTX | 81%| 260| 96%| 132 47%| 19| 76%| 66| 76% 29 90%| 41
CAZ | 82%| 260| 96%| 132| 42%| 19| 79%| 66| 76%| 29| 93% 158| 69%| 13

CPR | 76%| 260| 96% 132| 84%| 19| 85%| 66| 76%| 29

CCL | 78%| 260| 95% 132| 0% 19| 0%| 66| 76% 29
CFPN-PI | 76% 260| 88%| 132| 11%| 19| 58%| 66| 76%| 29
CPDX-PR 56%| 41
CZOP 96%| 158| 92% 13

CFS 80%| 158

CFPM 91%| 158| 69%| 13

cMz | 98%| 260| 99%| 132| 89%| 19| 11%| 66/100% 29

FMOX | 97%| 260| 99% 132| 53%| 19| 9%| 66(100% 29
AILINISER LT
IPM/CS |100%| 260[100%| 132][100%| 19]100%| 66]100% 29| 91%| 158| 92%| 13

MEPM 94% | 158| 92% 13
E/NV I LFR

AZT \ 81% 260\ 96% 132\ 68% 19\ 77% 66\ 76% 29\ 87% 158\ \
BZ U9 <X—CEHREHR
cVA/AMPC| 78%| 260| 96%| 132| 0% 19| 5%| 66[100% 29
SBT/ABPC 95% 41
SBT/CPz | 90%| 260| 95%| 132| 89%| 19| 82%| 66(100%| 29| 88%| 158| 69%| 13
TAZ/PIPC 99%| 158
FI/OUAVRR

GM | 86%| 260[100%| 132] 89%| 19[100%| 66| 97%| 29| 87%| 158| 69%| 13

AMK [100%| 260[100%| 132[100%| 19|100% 66(100%| 29| 97%| 158|{100% 13

TOB 98%| 158(100%| 13
FRSYAIIUVR

MINO | 95% 260| 89%| 132| 95%| 19| 95%| 66| 7% 29 92%| 13

TC 73%| 41
YUOZ4 R%

o | | | [ T [ [ [ [ Jew @
/Oy

LVEX | 70%| 260| 98%| 132] 95%| 19| 94%| 66| 90%| 29| 94%| 158| 69%| 13

CPFX 96%| 158| 69% 13
ZDfth

sT | 77%| 260] 92%| 132| 95%| 19| 91%| 66| 86%| 29 62%| 13

FOM | 86%| 260| 40%| 132| 32%| 19| 11%| 66| 59%| 29| 5% 158
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(2) #EBIDREEREINR

MPIRERR (43K)

s wEs | % | omm | T e | st | OF | zom
TR )
Haemophilus influenzae 472 17.5% 72 41 180 150 9 20
Moraxella catarrhalis 371 13.8% 32 6 165 147 21 0
Streptococcus pneumoniae 319 11.8% 69 7 119 111 7 6
Staphylococcus aureus 301 11.2% 82 34 65 22 78 20
Candlida albicans 214 7.9% 212 0 0 0 0 2
Streptococcus pyogenes 126 4.7% 11 52 8 9 1 45
S. pneumoniae PISP 114 4.2% 31 1 32 45 5 0
Staphylococcus aureus MRSA 107 4.0% 69 6 12 3 15 2
Klebsiella pneumoniae 105 3.9% 98 1 1 0 2 3
Pseudomonas aeruginosa 102 3.8% 92 0 2 0 5 3
Group G Streptococcus 55 2.0% 20 12 1 0 0 22
Candida glabrata 45 1.7% 45 0 0 0 0 0
S. pneumoniae PRSP 34 1.3% 7 0 15 12 0 0
Streptococcus agalactiae 33 1.2% 21 4 1 0 2 5
Klebsiella oxytoca 31 1.1% 28 0 0 0 2 1
Escherichia coli 29 1.1% 28 0 1 0 0 0
Enterobacter aerogenes 18 0.7% 14 0 2 0 2 0
Enterobacter cloacae 17 0.6% 16 1 0 0 0 0
Candliga tropicalis 16 0.6% 16 0 0 0 0 0
Serratia marcescens 14 0.5% 12 0 0 0 2 0
Acinetobacter Iwoffii 14 0.5% 14 0 0 0 0 0
Acinetobacter baumannii 11 0.4% 11 0 0 0 0 0
Proteus mirabilis 9 0.3% 6 0 1 0 2 0
Escherichia coli ESBL 7 0.3% 7 0 0 0 0 0
Staphylococcus epidermidis MRS 7 0.3% 2 1 0 0 4 0
Citrobacter koseri 6 0.2% 2 0 2 0 2 0
MRCNS 5 0.2% 4 0 0 0 1 0
Raeruginosa (Z#limt ) 1 0.0% 1 0 0 0 0 0
Haemophilus s p 51 1.9% 24 13 0 4 0 10
Moraxella sp 6 0.2% 3 1 1 1 0 0
Candlida sp 12 0.4% 12 0 0 0 0 0
Z DAt 46 1.7% 34 1 0 0 3 8
% &t 2698 | 100.0% | 1095 181 608 504 163 147
— 136 —

. EREERET
MFRERR (ABE)
s emm | % | mm | o0 |eme | mr | O | 2o
Candlida albicans 170 16.6% 158 3 0 0 0 9
Staphylococcus aureus 95 9.3% 48 2 33 0 8 4
Staphylococcus aureus MRSA 83 8.1% 59 2 18 0 1 3
Pseudomonas aeruginosa 75 7.3% 62 0 10 0 1 2
Klebsiella pneumoniae 71 6.9% 68 1 1 0 0 1
Escherichia coli 69 6.7% 19 45 3 0 1 1
Candlida glabrata 44 4.3% 39 0 0 0 0 5
Haemophilus influenzae 43 4.2% 21 1 13 5 0 3
Moraxella catarrhalis 37 3.6% 11 0 19 6 1 0
Streptococcus agalactiae 27 2.6% 23 3 1 0 0 0
Enterobacter cloacae 23 2.2% 21 1 0 0 0 1
Klebsiella oxytoca 21 2.0% 19 0 1 0 0 1
Stenotrophomonas maltophilia 20 1.9% 19 0 0 0 0 1
Streptococcus pneumoniae 19 1.9% 8 0 8 3 0 0
Enterococcus faecalis 17 1.7% 13 3 0 0 0 1
S. pneumoniae PISP 16 1.6% 9 0 2 1 0 4
Candida tropicalis 13 1.3% 12 1 0 0 0 0
Enterobacter aerogenes 13 1.3% 8 0 3 0 0 2
Escherichia coli ESBL 11 1.1% 9 2 0 0 0 0
Serratia marcescens 10 1.0% 8 0 1 0 0 1
Aspergillus fumigatus 9 0.9% 7 0 0 0 0 2
Group G Streptococcus 9 0.9% 7 0 1 0 0 1
Acinetobacter baumannii 8 0.8% 8 0 0 0 0 0
MRCNS 8 0.8% 6 0 1 0 1 0
Corynebacterium sp 8 0.8% 7 0 0 0 0 1
Prevotella (B) melaninogenica 8 0.8% 4 0 0 0 0 4
Staphylococcus epidermidis 7 0.7% 1 5 1 0 0 0
Paeruginosa (%HIME) 3 0.3% 3 0 0 0 0 0
Enterococcus faecalis VRE 1 0.1% 1 0 0 0 0 0
Haemophilus s p 11 1.1% 10 0 0 0 0 1
Candlida sp 12 1.2% 12 0 0 0 0 0
Z DAt 65 6.3% 39 13 6 0 1 6
% &t 1026 | 100.0% | 739 82 122 15 14 54
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WRETERR R (513F)

HILERR (k) (EEV)
s p— fi=bag - ATFIE = s
HE HREE % () PTCD | B& & | =g i

Helicobacter pylori 192 | 65.1% 0 0 0 0 0 0 192
Campylobacter jejuni 77 26.1% 0 0 0 77 0 0 0

Klebsiella oxytoca 6 2.0% 0 0 0 6 0 0 0

Salmonella O-8group 4 1.4% 0 0 0 4 0 0 0

Enterococcus faecalis VRE 2 0.7% 0 0 0 2 0 0 0

Vibrio parahaemolyticus 2 0.7% 0 0 0 2 0 0 0

Salmonella O-7 group 1 0.3% 0 0 0 1 0 0 0

Salmonella O-9 group 1 0.3% 0 0 0 1 0 0 0

Vibrio cholerae non O7 1 0.3% 0 0 0 1 0 0 0

Yersinia enterocolitica group 1 0.3% 0 0 0 1 0 0 0

Candlida albicans 1 0.3% 0 0 1 0 0 0 0

Enterobacter aerogenes 1 0.3% 0 0 0 0 1 0 0

Enterococcus faecium 1 0.3% 0 0 0 0 1 0 0

Escherichia coli ESBL 1 0.3% 0 0 0 0 1 0 0
Peptostreptococcus magnus 1 0.3% 0 0 0 0 1 0 0

Z DAt 3 1.0% 0 0 0 3 0 0 0

& &t 295 [100.0% 0 0 1 98 4 0 192
HILEER (AR (EET)

" . B B . ATFIE = =
e wEs | % | Bt | ggﬂﬂféq) ’ g%%) PTCD | BR | & et | PR

Escherichia coli 25 15.1% 0 0 22 1 0 0 1 1 0
Enterococcus faecalis 23 13.9% 5 3 12 0 0 0 1 2 0
Klebsiella oxytoca 16 9.6% 1 0 12 0 0 3 0 0 0
Enterobacter cloacae 14 8.4% 1 0 10 2 0 0 1 0 0
Pseudomonas aeruginosa 12 7.2% 2 1 3 0 0 6 0 0 0
Klebsiella pneumoniae 12 7.2% 0 0 12 0 0 0 0 0 0
Citrobacter freundii 9 5.4% 1 0 8 0 0 0 0 0 0
Enterococcus faecium 7 4.2% 1 1 3 0 0 0 1 1 0
Enterococcus casseliflavus 3 1.8% 0 0 3 0 0 0 0 0 0
Enterococcus faecalis VRE 3 1.8% 0 0 0 0 0 3 0 0 0
Enterococcus raffinosus 3 1.8% 0 0 1 1 0 0 0 1 0
Helicobacter pylori 3 1.8% 0 0 0 0 0 0 0 0 3
Stenotrophomonas maltophilia 3 1.8% 0 0 2 1 0 0 0 0 0
Bacteroides fragilis 2 1.2% 0 0 1 0 0 0 1 0 0
Corynebacterium sp 2 1.2% 0 0 0 0 0 0 1 1 0
Enterococcus avium 2 1.2% 0 0 1 0 0 0 0 1 0
Aeromonas hydrophila group 1 0.6% 0 0 1 0 0 0 0 0 0
Campylobacter jejuni 1 0.6% 0 0 0 0 0 1 0 0 0
Clostridium difficile 1 0.6% 0 0 0 0 0 1 0 0 0
Clostridium perfringens 1 0.6% 0 0 1 0 0 0 0 0 0
ZDfth 23 13.9% 2 1 16 1 0 0 2 1 0
i Et 166 [100.0%| 13 6 108 6 0 14 8 8 8

— 138 —

— N Nr— | RE | HEE | & - Iz (FR&
ek R % R\ sum | swm | o | swm | T | )

Escherichia coli 441 27.1% 344 52 1 1 29 9 5

Candlida albicans 188 11.5% 3 2 0 0 132 51 0
Streptococcus agalactiae 184 11.3% 58 8 0 0 88 25 5

Enterococcus faecalis 128 7.9% 80 34 0 0 13 1 0
Klebsiella pneumoniae 80 4.9% 48 16 0 0 13 2 1

Pseudomonas aeruginosa 60 3.7% 35 20 0 0 3 2 0
Staphylococcus aureus 44 2.7% 20 3 0 0 11 9 1

Corynebacterium sp 36 2.2% 26 5 0 0 2 1 2

Escherichia coli ESBL 33 2.0% 24 7 0 0 0 1 1

Candlida glabrata 31 1.9% 4 2 0 0 17 8 0
a-Streptococcus 27 1.7% 14 4 0 0 5 4 0
Staphylococcus aureus MRSA 19 1.2% 8 4 0 0 5 1 1

Proteus mirabilis 19 1.2% 13 5 0 1 0 0 0
Streptococcus pyogenes 19 1.2% 2 0 0 0 13 4 0
Enterococcus faecium 18 1.1% 9 8 0 0 1 0 0
Group G Streptococcus 18 1.1% 9 3 0 0 5 1 0
Staphylococcus epidermidis 18 1.1% 15 1 0 0 1 0 1

Citrobacter koseri 17 1.0% 13 3 0 0 0 1 0
MRCNS 17 1.0% 15 2 0 0 0 0 0
Morganella morganii 17 1.0% 11 3 0 0 2 0 1

Klebsiella oxytoca 16 1.0% 10 4 1 0 1 0 0
CNS 15 0.9% 12 0 0 0 2 1 0
Candida tropicalis 13 0.8% 0 1 0 0 8 4 0
Enterobacter aerogenes 11 0.7% 8 1 0 0 2 0 0
Citrobacter freundii 9 0.6% 6 2 0 0 0 0 1

Staphylococcus saprophyticus (CNS) MRS 9 0.6% 9 0 0 0 0 0 0
Serratia marcescens 8 0.5% 3 5 0 0 0 0 0
Candida parapsilosis 8 0.5% 2 0 1 0 2 3 0
Enterobacter cloacae 8 0.5% 6 1 0 0 1 0 0
Bacteroides fragilis 7 0.4% 2 0 0 0 0 0 5
Enterococcus faecalis VRE 1 0.1% 1 0 0 0 0 0 0
Candida sp 7 0.4% 0 0 0 0 4 3 0
Z DAt 104 6.4% 63 16 0 0 10 4 11
wE 1630 100.0% 873 212 3 2 370 135 85

— 139 —




FEHRERRE F£#3 2013 4F VOL.26 (BE%E 28 5) I, EfEEEst

Mm& - FRER (S6)

IRAETERZ (A) HER RE % Bk | BEK | BER | BSERR | BIARMD | BRARML | ZFRIR
. . H— | RE o g2 2 (R Escherichia coli 38 20.0% 0 0 0 0 3 35 0
L wEw | % g\ 27| FE RS B B (RS
TIVER | 338 | 2 | 4JERR) Staphylococcus aureus 19 10.0% 1 0 0 0 4 11 3
Escherichia coli 117 21.6% 66 37 0 0 11 2 1 Klebsiella pneumoniae 16 8.4% 1 0 0 0 0 15 0
Enterococcus faecalis 61 11.3% 35 21 0 0 5 0 0 CNS 12 6.3% 0 0 0 0 6 6 0
Candida albicans 45 8.3% 8 1 0 ! 23 2 0 Staphylococcus epidermidis MRS 11 5.8% 1 0 0 0 1 9 0
Klebsiella pneumoniae 31 5.7% 16 13 0 0 2 0 0 Group G Streptococcus 3 4.2% 0 0 0 0 2 6 0
Pseudomonas aeruginosa 29 5.4% 15 12 0 0 2 0 0 MRCNS 7 3.7% 0 0 0 0 > 5 0
Strept: /acti. 29 5.4% 6 4 0 0 15 3 1 -

replococeds agalactias ° Streptococcus preumoniae 6 32% | O 0 0 0 0 6 0

Escherichia coli ESBL 25 4.6% 20 5 0 0 0 0 0 - —

- Staphylococcus epidermidis 5 2.6% 0 0 0 0 0 5 0
Candida glabrata 23 4.3% 9 6 0 1 7 0 0 Bl 7 > 1% 5 o o o 5 7 o
Enterococcus faecium 22 4.1% 14 6 0 1 1 0 0 SCILS 5P 2

/ 0,
Corynebacterium sp 17 31% 8 8 0 0 ] 0 0 Enterococcus faecalis 4 2.1% 0 0 0 0 2 2 0
/ 0,
Proteus mirabilis 12 2.2% 6 5 0 0 1 0 0 Klebsiella oxytoca 4 2.1% 0 0 0 0 2 2 0
Sz‘aphy/ococcus aureus 10 1.8% 3 2 0 0 5 0 0 Pseudomonas aerug/hosa 4 2.1% 0 0 0 0 0 3 1
Enterobacter aerogenes 9 1.7% 5 4 0 0 0 0 0 Streptococcus agalactiae 4 2.1% 0 0 0 0 0 4 0
Klebsiella oxytoca 9 1.7% 4 4 0 0 1 0 0 Acinetobacter baumannii 3 1.6% 0 0 0 0 1 2 0
Morganella morganii 8 1.5% 6 2 0 0 0 0 0 Corynebacterium sp 3 1.6% 0 0 0 1 0 2 0
Enterobacter cloacae 7 1.3% 4 3 0 0 0 0 0 Enterococcus faecium 3 1.6% 0 0 0 0 1 2 0
Group G Streptococcus 7 1.3% 4 3 0 0 0 0 0 Escherichia coli ESBL 3 1.6% 0 0 0 0 1 2 0
a~-Streptococcus 7 1.3% 4 1 0 0 2 0 0 Eubacterium lentum 3 1.6% 0 0 0 0 0 3 0
Serratia marcescens 5 0.9% 0 5 0 0 0 0 0 Clostridium perfringens 2 1.1% 0 0 0 0 0 2 0
Staphylococcus aureus MRSA 5 0.9% 3 2 0 0 0 0 0 Fusobacterium spp 2 1.1% 1 0 0 0 0 1 0
CNS 5 0.9% 2 2 0 0 1 0 0 Streptococcus bovis 2 1.1% 0 0 0 0 1 1 0
0,
MRCNS 5 0.9% 4 ! 0 0 0 0 0 Streptococcus constellatus/milleri 2 1.1% 0 0 0 0 0 2 0
” [/ [0)
Bacteroides fragilis 4 0.7% 1 2 0 0 0 0 1 Streptococous pyogenes > 11% 0 0 0 0 0 > 0
Enterococcus raffinosus 4 0.7% 3 1 0 0 0 0 0 -
- — Aeromonas hydrophila group 1 0.5% 0 0 0 0 0 1 0
Staphylococcus epidermiais MRS 4 0.7% 3 1 0 0 0 0 0 Eactoroides fracili ] 0.5% o o o 0 o ] o
Klebsiella pneumoniae ESBL 3 0.6% 2 1 0 0 0 0 0 acteroldes ragis -
Peptostreptococcus asaccharolyticus 3 0.6% 2 1 0 0 0 0 0 Bacteroides sp ! 0.5% 0 0 0 0 0 ! 0
[/ [/ [/ 0,
Fnterococcus faecalis VRE 1 0.2% 1 0 0 0 0 0 0 Bacteroides thetaiotaomicron 1 0.5% 0 0 0 0 1 0 0
Enterococcus faecium VIE 1 0.2% 1 0 0 0 0 0 0 Clostridium sp ! 05% | O 0 0 0 0 ! 0
Candida sp 4 0.7% 0 0 0 0 4 0 0 Enterobacter aerogenes 1 0.5% 0 0 0 0 0 1 0
Z0i 29 5.4% 14 10 0 0 5 0 0 Enterobacter cloacae 1 0.5% 0 0 0 0 0 1 0
=W OEr 541 100.0% 269 173 0 3 86 7 3 Enterococcus casseliflavus 1 0.5% 0 0 0 0 0 1 0
Escherichia fergusonii 1 0.5% 0 0 0 0 0 1 0
Haemophilus influenzae 1 0.5% 0 0 0 0 0 1 0
Haemophilus parainfluenzae 1 0.5% 0 0 0 0 0 1 0
Klebsiella pneumoniae ESBL 1 0.5% 0 0 0 0 0 1 0
Morganella morganii 1 0.5% 0 0 0 0 0 1 0
Peptostreptococcus prevotii 1 0.5% 0 0 0 0 0 1 0
Prevotella sp 1 0.5% 0 0 0 0 0 1 0
Serratia marcescens 1 0.5% 0 0 0 0 0 1 0
Shewanella putrefaciens 1 0.5% 0 0 0 0 0 1 0
Staphylococcus aureus MRSA 1 0.5% 0 0 0 1 0 0 0
Staphylococcus lugdunensis (CNS) MRS 1 0.5% 0 0 0 0 1 0 0
Streptococcus anginosus/milleri 1 0.5% 0 0 0 0 0 1 0
Streptococcus mitis 1 0.5% 0 0 0 0 0 1 0
Streptococcus mitis group 1 0.5% 0 0 0 0 0 1 0
a-Streptococcus 1 0.5% 0 0 0 0 0 1 0
wOEr 190 | 100.0% 4 0 0 2 28 152 4
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MR - FRRR (AB) Z Dt (443K)
HHE HEE % fzk gk Bk | BAEmR | BIARIL | BRARIL | ZFRIR | 2Ot CVA | Fa | AIEB ZD
Escherichia coli 19 | 11.2% 0 6 0 0 5 8 0 0 HHE# B % RiE | B | M| B M| T | TR A 0
Staphylococcus epidermidis MRS 19 11.2% 2 2 0 0 5 8 1 1 Staphylococeus aurews 93 19.1% 1 6 3 5 0 T1jb ;f ;i 0 1%34
Enterococcus faecalis 14 8.2% 0 4 0 1 2 5 2 0 :
Staphylococcus aureus 10 59% 3 0 0 0 0 6 1 0 Corynebacterium sp 36 7.4% 1 13 0 16 0 0 0 5 0 1
Klebsielia preumoniae 8 17% 0 1 0 o ] 5 ] 0 Staphylococcus aureus MRSA 32 6.6% 0 6 4 7 0 0 0 14 0 1
Staphylococcus aureus MRSA 7 4.1% 1 0 0 1 2 2 1 0 ons 27 5-5% 0 8 0 8 0 0 0 9 0 2
MRONS 7 11% o ] o o 3 3 o o Staphylococcus epidermidis MRS 23 4.7% 0 3 0 5 0 0 1 9 5 0
Pseudomonas aeruginosa 6 | 35% 0 3 0 0 0 0 2 1 Escherichia col zz | 4%% | 012 | 1 141010101212
NG 6 35% 0 0 0 0 3 3 0 0 Pseudomonas aeruginosa 21 4.3% 0 8 0 7 0 0 0 5 0 1
- — Enterococcus faecalis 17 3.5% 0 1 1 11 0 0 0 4 0 0
Bacteroides fragils 5 2.9% 0 3 0 0 ! ! 0 0 Staphylococcus epidermidis 17 | 35% | 0 | 3| 2| 4|0 |o|lolse|21]o0
Candida albicans 5 2.9% 0 1 0 0 2 2 0 0 VRCNG 12 20% ] > ] 5 o o o 5 o o
Clostridium perfringens 5 2.9% 0 0 0 0 ! 4 0 0 Group G Streptococcus 12 25% | 0 | 3 ] 0| 7 | o0 |lo | o] 2 o] o
Enterobacter cloacae 5 2.9% 0 2 0 0 1 2 0 0 Prevotelia sp . 5 3% o o o 7 o o o ] o 3
Escherichia coll ESBL 4 2.4% 0 0 0 0 0 4 0 0 Klebsiella pneumoniae 10 206 | 0 | 2 | 0o | 4| o | o | o] 3|1 0
Streptococcus agalactiae 4 2.4% 0 0 ! 0 0 s 0 0 Streptococcus agalactiae 9 1.8% 0 0 0 5 0 0 0 3 1 0
Candida glabrata 3 1.8% 0 ! 0 0 0 2 0 0 Streptococcus pyogenes 9 1.8% 0 0 1 2 0 0 0 6 0 0
Enterococcus faecium 3 1.8% 0 1 0 0 0 2 0 0 Proteus mirabilis 8 16% 0 0 0 4 0 0 0 4 0 0
Klebsiella oxytoca 3 1.8% 0 ! 0 0 ! ! 0 0 Peptostreptococcus sp 6 1.2% 0 0 0 4 0 0 0 2 0 0
Staphylococcus epidermidis 3 1.8% 1 0 0 0 2 0 0 0 Streptococcus pneumoniae 5 1.0% 0 3 1 0 0 0 0 1 0 0
Candiaa parapsiiosis 2 1.2% 0 0 0 0 0 0 ! ! Bacteroides fragilis 5 106 | o | o | o |5 0| o] o|olo]o
Citrobacter freundi 2 1.2% 0 2 0 0 0 0 0 0 Haemaphilus influenzae 5 105 | 0 | 3 | o | 1 o | o] o | 1 o | o
Corynebacterium sp 2 1.2% 0 ! 0 0 0 ! 0 0 Peptostreptococcus asaccharolyticus 5 1.0% 0 0 0 3 0 0 0 1 0 1
Eubacterium lentum 2 1.2% 0 0 0 0 0 2 0 0 Staphylococcus lugdunensis (CNS) 5 1.0% o | o 1 3| ol ol o 1 o | o
Fusobacterium spp 2 1.2% 2 0 0 0 0 0 0 0 Serratia marcescens 4 08 | o | o | o 2]o|lo|lo|2]o0]o
Peptostreptococcus micros 2 1.2% 2 0 0 0 0 0 0 0 Aspergillus niger 4 0.8% 0 4 0 0 0 0 0 0 0 0
Prevotella sp 2 1.2% 0 2 0 0 0 0 0 0 Aspergillus terreus 4 0.8% 0 4 0 0 0 0 0 0 0 0
Proteus mirabilis 2 1.2% ! 0 0 0 0 0 ! 0 Candida albicans 4 0.8% 0 0 1 0 0 0 0 1 0 2
a~Streptococcus 2 1.2% ] 0 0 0 0 0 1 0 Enterobacter cloacae 4 0.8% 0 1 0 2 0 0 0 1 0 0
Streptococcus pneumoniae 1 0.6% 0 0 0 0 ] 0 0 0 Enterococcus raffinosus 4 0.8% 0 0 0 2 0 0 0 2 0 0
Acinetobacter baumannii 1 0.6% 0 0 0 0 1 0 0 0 Porphylomonas sp 4 0.8% 0 0 0 2 0 0 0 1 0 1
Aeromonas hydrophila group 1 0.6% 0 0 0 0 1 0 0 0 a-Streptococcus 4 0.8% 0 0 0 1 0 0 0 1 2 0
Bacillus sp 1 0.6% 0 0 0 0 0 1 0 0 Candida sp 5 1.0% 0 3 1 0 0 0 0 1 0 0
Bacteroides thetaiotaomicron 1 0.6% 0 0 0 0 0 1 0 0 ZF Dt 59 12.1% 0 7 1 34 0 0 0 10 1 6
Corynebacterium jeikeium 1 0.6% 1 0 0 0 0 0 0 0 # &t 488 100.0% 3 92 18 | 194 0 1 1 146 | 13 20
Enterobacter gergoviae 1 0.6% 0 0 0 0 0 1 0 0
Enterococcus avium 1 0.6% 0 1 0 0 0 0 0 0
Eubacterium sp. 1 0.6% 0 1 0 0 0 0 0 0
Kluyvera ascorbata 1 0.6% 0 1 0 0 0 0 0 0
Prevotella (B,) intermedia 1 0.6% 0 1 0 0 0 0 0 0
Prevotella oralis group 1 0.6% 1 0 0 0 0 0 0 0
Staphylococcus lugaunensis (CNS) MRS 1 0.6% 0 0 0 0 0 1 0 0
Streptococcus mutans 1 0.6% 0 0 0 0 0 1 0 0
Streptococcus pyogenes 1 0.6% 0 0 0 0 0 1 0 0
Streptococcus species 1 0.6% 0 0 0 0 0 0 0 1
i & 170 | 100.0% 15 5 1 2 32 70 11 4
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Z Dty (AB)
CVAh | Fa K| BUEB
HER HREH % R | BR | KB | B |7— | —7 | L— | B& | 2t
TIL | & > y
Enterococcus faecalls 37 10.9% 0 0 0 14 1 4 13 5 0
Pseudomonas aeruginosa 36 10.7% 0 0 0 9 0 3 12 11 0 1
Staphylococcus epidermidis MRS 25 7.4% 0 0 1 5 7 0 5 3 2 2
Staphylococcus aureus 20 5.9% 1 2 0 7 1 0 1 6 0 2
Enterobacter cloacae 19 5.6% 0 0 0 8 0 0 7 4 0 0
Corynebacterium sp 18 5.3% 1 1 0 7 1 0 2 5 0 1
MRCNS 17 5.0% 0 0 1 4 6 1 1 3 0 1
Bacteroides fragilis 15 4.4% 0 0 0 10 0 0 1 4 0 0
Candlida albicans 15 4.4% 0 0 0 3 3 1 2 4 0 2
Escherichia coli 13 3.8% 0 0 0 5 0 0 7 1 0 0
Klebsiella pneumoniae 11 3.3% 0 0 0 3 2 0 4 0 0 2
Staphylococcus aureus MRSA 10 3.0% 0 1 0 6 0 0 0 3 0 0
Enterococcus faecium 10 3.0% 0 0 0 4 0 0 4 2 0 0
Enterobacter aerogenes 8 2.4% 0 0 0 4 1 1 2 0 0 0
CNS 7 2.1% 0 1 0 1 2 0 2 0 0 1
Escherichia coli ESBL 6 1.8% 0 0 0 2 0 2 1 1 0 0
Staphylococcus epidermiadis 6 1.8% 1 1 0 1 2 0 1 0 0 0
Enterococcus raffinosus 4 1.2% 0 0 0 2 0 0 2 0 0 0
Morganella morganii 4 1.2% 0 0 0 2 0 1 0 1 0 0
Stenotrophomonas maltophilia 4 1.2% 0 0 0 2 0 0 1 0 0 1
Serratia marcescens 3 0.9% 0 0 0 1 0 0 1 1 0 0
Candlida glabrata 3 0.9% 0 0 0 2 0 0 0 0 0 1
Klebsiella oxytoca ESBL 3 0.9% 0 0 0 2 0 0 0 1 0 0
Prevotella (B,) bivia 3 0.9% 0 0 0 1 0 0 0 1 0 1
Prevotella sp 3 0.9% 0 0 0 3 0 0 0 0 0 0
Proteus mirabilis 3 0.9% 0 0 0 1 0 0 1 1 0 0
a-Streptococcus 3 0.9% 0 0 0 3 0 0 0 0 0 0
Candlida sp 2 0.6% 0 0 0 1 0 0 1 0 0 0
Z DAt 30 8.9% 0 1 0 18 1 0 4 3 0 3
# &t 338 100.0% 3 7 2 131 | 27 13 75 60 2 18
(3) MEESRHRNR
FERBEREE | 111
Lzl =gl
=2 104 | M.tuberuculosis (PCRO&BEEEST) 14
BR 0 | MAC (PCRO#KEZHEZED) 86
F7K 1 | Mkansasii 1
[EFFR 3 | M.gordonae 5
[EXEE 1 | M.szulgai 0
ZOfth 2 | Mabscessus 1
M.chelonae 0
M. fortuitum 2
M.peregrinum 0
FEBE 2
REET GECPMRTORED D D 0
RERERL)
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